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NTDB id 1365 NTHI RS01955 WP 011271973.1 .MKLTTQQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNE.....TTNCTG 74
NTDB id 1354 HI 0299 AAC21963.1 .MKLTTLQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNE.....TTSCTG 74
NTDB id 176288 A4G17 RS06730 WP 123956335.1 ..MAKLHQPLKRAFTLIELMIVIAIIAILATIAIPSYTSYTQKAAMSELLRASSSYKSDVEICIYNLGK.....TAGCSA 73
NTDB id 1383 A4U84 RS08530 WP 005711781.1 MKKIRLIRPLAKAFTLIELMIVIAIIAILATIAIPSYTSYTQKAALSELLSASASYKSDVEICIYNVGDKK...ISECSS 77
NTDB id 1400 DSB67 RS12660 WP 010643261.1 ..MKTNKQKKQQGFTLIELMIVVAIIGILAALAIPAYQDYTKKATMAEFPKIASSTKLAVELCAHEHAADAGAFKTKCHQ 78
NTDB id 1002 ACIAD RS15100 WP 004923779.1 .......MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILN....AGALVAGTPS 69
NTDB id 1274 LPP RS09530 WP 011214168.1 ........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAIT....NNALPATQAA 68
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAIT....NNALPATQAA 68
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NTDB id 1365 NTHI RS01955 WP 011271973.1 G....KNGIAADI..TT..AKGYVKSVTTSNGAIT.....VKGDGTLANMEYILQATGNAATGVTWTTTCKGTDASLFPA 141
NTDB id 1354 HI 0299 AAC21963.1 G....KNGIAADI..KT..AKGYVASVITQSGGIT.....VKGNGTLANMEYILQAKGNAAAGVTWTTTCKGTDASLFPA 141
NTDB id 176288 A4G17 RS06730 WP 123956335.1 G....THGIQAEK..TEVANAKYLKSIAVSDGTIT.....VAGKGTLENISYKLIPT.FANNNVTWAGSCTG.DSSLFPA 140
NTDB id 1383 A4U84 RS08530 WP 005711781.1 G....KNGVRADK..SDVPDAKYLKSISVASGVIT.....VAGKGNIDGYGYTMTPK.FANNNITWATSCQGADISLFPA 145
NTDB id 1400 DSB67 RS12660 WP 010643261.1 TA....NG...IPAAFTLNNLTVTPAAGAASGAISITVNAANDKGPIKQNEKYILTATYASNGVTWSSECKDATNAVQTS 151
NTDB id 1002 ACIAD RS15100 WP 004923779.1 TAGSSCVGVQEISASNATTNVATATCGASSAGQIIVTMDTTKAKGA....NITLTPT.YASGAVTWKCTTTS.DKKYVPS 143
NTDB id 1274 LPP RS09530 WP 011214168.1 TGYV.........SPAATPNVASIAIGA..NGVITITY.TAAAGGG....TIVMTPTLQANGDVTWTCTGGTLLAKYRPA 132
NTDB id 1258 GCO85 RS09745 WP 014844212.1 TGYV.........SPAATPNVQSIAIGA..NGVITITY.TAAAGGG....TIIMTPTLQANGDVTWTCTGGTLLAKYRPA 132
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NTDB id 1365 NTHI RS01955 WP 011271973.1 NFCGSVTQ.. 149
NTDB id 1354 HI 0299 AAC21963.1 NFCGSVTK.. 149
NTDB id 176288 A4G17 RS06730 WP 123956335.1 GFCSSASPRQ 150
NTDB id 1383 A4U84 RS08530 WP 005711781.1 NFCGQKATP. 154
NTDB id 1400 DSB67 RS12660 WP 010643261.1 YCP....... 154
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ECRG...... 147
NTDB id 1274 LPP RS09530 WP 011214168.1 SCRP...... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 SCRP...... 136
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