logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1402
1169
1113
1112
1252

TT RS02230 WP 011228203.1

DSB67 RS12670 WP 010643257.1
A1552VC RS11075 WP 000648511.1
AAAB5695.1 219..1451( )

NGFG RS09215 WP 003689811.1
GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
175994 PA11803 RS27335 WP 010792214.1
1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1402
1169
1113
1112
1252

TT RS02230 WP 011228203.1

DSB67 RS12670 WP 010643257.1
A1552VC RS11075 WP 000648511.1
AAAB5695.1 219..1451( )

NGFG RS09215 WP 003689811.1
GC085 RS07730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
175994 PA11803 RS27335 WP 010792214.1
1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1402
1169
1113
1112
1252

TT RS02230 WP 011228203.1

DSB67 RS12670 WP 010643257.1
A1552VC RS11075 WP 000648511.1
AAA85695.1 219..1451( )

NGFG RS09215 WP 003689811.1
GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
175994 PA11803 RS27335 WP 010792214.1
1198 PSJM300 03950 AFN76868.1

consensus

&éém FSLEnngKgﬁ FE

ARV =Y R L]

EAEDLRTAARLLRDRG FMAERS EPGKG.QAEVRIPALE GPGLK

RéQs K YKEL: A_ESE IE%%K\_R 8}4. é,EQVQEtngS Fsa  oiK KVI%QK
g

EIRKN@EEG. . . .

RTI
IV TR e THR NISRIE R K NILEG . . . .

kLR YR Ve oS ]

LR AISIIPISY FDIAYY CNL VEVAGE
LA AISIEIPISY EDIAYY CNL VEVAGE

ITNRAT el Bt

D WNIF RQLATM
DITIFTRQ ATM
DITIMTRQLATM
DIT FTRQL TM
DIT FTRQL TM
DIT F RQLATM
DIRIFTRQLATM
DITIFTRQLATM
DI\ FTRQ ATM

|k

A

Pl b le s

ey Ity

| % 5k k %k %

o obeaefosf M6 A o o et

B Lo

ATYKEKHEM
\ INIFGA LPAFTQ
I INIFGA LPAFTQ
SNFGAELPAF T
IWIEGAELPAF TS

N LLI VVPENFRE
I\ LLI vVPEFN
kokkkkkkrk | |

S<<<<<<<<

s 1 Dk skokok Dokokok Lk | I | ! sokok ok Dok | Dokok Dokokokk ok Dokokokk kokok

144
147
148
150
150
147
149
149
146
146

224
227
228
230
230
227
229
229
226
226



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1

1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
175994 PA11803 RS27335 WP 010792214.1
1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1

1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
175994 PA11803 RS27335 WP 010792214.1
1198 PSJM300 03950 AFN76868.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1

1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
175994 PA11803 RS27335 WP 010792214.1
1198 PSJM300 03950 AFN76868.1

consensus

ARG YAt KBS

* % ok % ok % ok %k ok K ok Xk * ok

oo lone Bt v

* % k

kokokokk |k |k | | * 1 Il

ot Besf ATV vl s Tackn o
PIGD I

IR AAGVPLVDELDSTAGAEGN
IRGDI IAFAAGVPLVDYLDSTAGAJAGN
P GEILEKAAIARF RTL lTFAAG PLV ALKSMAGATGN
PI GD' |jKAWIAR SRTLATTFAAGVPL DALIASTAGATINE YE
PIEGD MKANIAR SRTLATTFAAGVPL DAL STAGATRNN
PI GQILYK I\ AR RTL TTFAAGVPLV ALDS)| GATGN
P GDILMK B ARF RTL TTFAAGVPLVDALDSWAGATGN
1ok sk okook ok ok | okook ok ok ok ok [

3 LA 1

QMVHIGEESGE
QMVEIIGEESG

QM IGEESG LDDMLIYKEVAIXFYE EVDNAV{EWT FA
QMg IGEESG LDDMLIYKEIAIXEYE EVDNAV{eIL F
QMVAIGEESGAL PMLEJKVAWFYE EV NAVDEL B
QMVAIGEESGALD MLMKVAW YEFEVDfAVDELTH
QMVAIGEESGALDEMLIKVA YEREVDNAVD[ELTH]
QMMWAIGEESG LDDMLEKVAINFYE EVDNAVDRIL TN

* * k| kkkk

el YR,

AMYLP F LG
AMYLP F LG}

AMYLPIFELGSEVES
AMYLPIF
AMYLPIF
AMYLPIF
AMYLPIF

Dokskokokok Dok D 1ok D oskokok ok ok ok

X non conserved
B similar
>507% conserved

406
407
408
410
410
406
408
408
405
405

QMWAIGEESGALD MLEKVAWFYE EVDNHEIVD{ELTEA

NN oy ey i poy oy i ey i ety pojly gy i EoE R

303
307
308
310
310
307
309
309
306
306

383
386
387
389
389
386
388
388
385
385



