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NTDB id 1239 Cj0634 YP 002344063.1 ..............MAS...EILPDEFLELFKDLKKPPKKLHYKGNLSLLKQ.DKIAIIGSRRMSVYTKNCVFSLASMLK 62
NTDB id 175822 A3217 RS08030 WP 066389426.1 MQVSQNSQNVQNKKTHSNLSFARLDSIPQSLQALPKPPKELFYSGNLKLLESPIKIAIVGTRAPNPYTKQFCAMLASEIA 80
NTDB id 1210 C694 RS01710 WP 001862983.1 ..............MKSHFQYSTLENIPKAFDILKDPPKKLYCVGDTKLLDTPLKVAIIGTRRPTPYSKQHTITLARELA 66
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NTDB id 1239 Cj0634 YP 002344063.1 NAHLCVVSGGALGVDITASMAAMPNTIGIFANGLDQIYPRTNEKIIKQIYENALALSEYEDDYLPKNYDFLLRNRLVIAL 142
NTDB id 175822 A3217 RS08030 WP 066389426.1 KAGGVVVSGGALGVDIIAHRASLPNTIMFSPSSLDIIYPKSNTQTIAQIMQQGLILSEYAQNYQPHKFSFLERNRLVVGL 160
NTDB id 1210 C694 RS01710 WP 001862983.1 KNGAVIVSGGALGVDIIAQENALPKTIMLSPCSLDFIYPTNNHKVIQEIAQNGLILSEYEKDFMPIKGSFLARNRLVIAL 146
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NTDB id 1239 Cj0634 YP 002344063.1 SKAVVVAQADIKSGSMQSAKLALELNKPLYVLPQRLGESTATNLLLKENKAKLICDFKEFVSEFA......SIDMNQDEF 216
NTDB id 175822 A3217 RS08030 WP 066389426.1 SDFVIIPQADLQSGSMQSARLCIESKKKLFVLPHRINESLGTQSLLARKFASAIYEIKDFIAEIFGV....QDDKVQDPI 236
NTDB id 1210 C694 RS01710 WP 001862983.1 SDVVIIPQADLKSGSMSSARLAQKYQKPLFVLPQRLNESDGTNELLEKGQAQGIFNIQNFINTLLKDYHLKEMPEMEDEF 226
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NTDB id 1239 Cj0634 YP 002344063.1 LEFCKKGVSVDEALKIYGQKVYEYELEGKISIEGLFIRVLA 257
NTDB id 175822 A3217 RS08030 WP 066389426.1 LEFCKNVPSYEEALARFGLEILEYEMQGKILRENGIVRLC. 276
NTDB id 1210 C694 RS01710 WP 001862983.1 LEYCAKNPSYEEAYLKFGDKLLEYELLGKIKRINHIVVLA. 266
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