
logo

MAMSAM
R
S
G
L
VNKVI ILVIGRNLGNQRDPDEMVRTYMPSNGDEGAVCATNI

F
L
T
S
I
L
VATSESTWRNDRKAMQNTGQEMQRRKVEKQVRTEWHNRVIVTFLMF

Y
G
R
R
K
Q
LAE I

VAGEQYLKRKGGSKLQVYVIL
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 175665 AW45 RS23060 WP 260834202.1 MASRGVNKVILVGNLGQDPEVRYMPSGGAVANLTLATSESWRDKQTGEMKEQTEWHRVVMFGKLAEVAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
consensus **!!!!**!*!!*!!**!*!!*!*!!*****!!!!*!*!* *!***!*!!!!********!!*!!*!!*!!* !!*
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYEEGYGQSQEAYQR....PAQQSR...QPASDAPS 145
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYDEGYGQSQEAYQR....PAQQSR...QPAPDAPS 145
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGG.DFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNF..NG 151
NTDB id 175665 AW45 RS23060 WP 260834202.1 EGQLRTRKWTDQSGQERYTTEINVPQIGGVMQMLGGRQGGG..APAGG..QQQGVGVSR....NNLSSRRAATSSAAARS 152
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG.GMPAQG..GMN.VPAQQ....GSWGQPQ..QPAKQHQP 150
consensus !!****!!**** !**!****** * ***!!**!* ** **** * **** * ** * ** *** * *
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NTDB id 1103 NMB RS07590 WP 002212976.1 HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 GNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 175665 AW45 RS23060 WP 260834202.1 RVHSNPRQRRLTNRQWI.LTTTFRSDFW. 179
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MQQSAPQQY..SQPQYNEPPMDFDDDIPF 177
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