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NTDB id 175278 A3K91 RS13655 WP 062845745.1 MSFAQVYTRSVVGLHAPKVIIEVHLSQGLPALTIVGLPEAAVRESKDRVRSAILNSGFQFPNRRLTINLAPADLPKDGAR 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRA..........................REEGF 132
NTDB id 175278 A3K91 RS13655 WP 062845745.1 LDLPIAIGILAASGQLAPDVLSGFEFIGELALNGELRQVTGSLAVARAIKAEGLALKMSQQAVEDKEKALSAALPTLQAT 160
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPA...........................VLAAHKDN 133
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPA...........................VLAAHKDN 133
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPA...........................ALAANQVE 133
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPA...........................ALAANKKQ 133
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPA...........................VLAASKAK 133
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPA...........................ILAAQKSK 133
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NTDB id 1323 RA0C RS07335 WP 004916218.1 KGIILPKQNTREAAIVNDLEVYGVENIKEVIDFFNENCPL.......EPTKVNTREEFHKRVNLFPFDFSEVKGQETAKR 205
NTDB id 175278 A3K91 RS13655 WP 062845745.1 PHLIVPSHNGAEASRVDGITILAAPSLKDVCDHLRSLSGVTDLDKQLQVVQPSPAP....QQVGYQVDLADVKGQHHARR 236
NTDB id 1271 LPP RS03220 WP 011213198.1 QHLIIANANAAEASLTGHQKVFTANNLREVCDYLCQGT.......SLQSLPPKPDL....LLNNYELDWSDIKGQQHAKN 202
NTDB id 1248 GCO85 RS03150 WP 011213198.1 QHLIIANANAAEASLTGHQKVFTANNLREVCDYLCQGT.......SLQSLPPKPDL....LLNNYELDWSDIKGQQHAKN 202
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RCLVVPHSNGDQAALVGVERHKSAQSLLEVCADLCGQQ.......TLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKR 202
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RHLVVPHANGDQAALVGKEQHKSAQSLLEVCAELCGQH.......QLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKR 202
NTDB id 1387 A4U84 RS06900 WP 020457569.1 REIIVPQQNANEVSLVSNTQTYCASTLLQVVNFLNNRD.......QLPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKR 205
NTDB id 1349 HI 1117 AAC22771.1 RELIIAKQNANEASLVSDQNTYFAQTLLDVVQFLNGQE.......KLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKR 206
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NTDB id 1323 RA0C RS07335 WP 004916218.1 AMEVAAAGGHNIILIGPPGSGKTMLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVG 285
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NTDB id 1271 LPP RS03220 WP 011213198.1 AMVIAACGGHSILLSGAPGSGKTMMAKRFSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVG 281
NTDB id 1248 GCO85 RS03150 WP 011213198.1 AMVIAACGGHSILLSGAPGSGKTMMAKRFSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVG 281
NTDB id 1153 A1552VC RS00115 WP 000521788.1 ALEIAAAGNHNLLFLGPPGTGKTMLASRLCDLLPEMSDEEAMETASIASLTQQEIN.QHNWKLRPFRAPHHSSSMAALVG 281
NTDB id 1397 DSB67 RS15690 WP 005535577.1 ALEIAAAGNHNLLFLGPPGTGKTMLASRLCDLLPEMSDEEAMETASVASLTQSEIN.EHNWKTRPFRAPHHSSSMAALVG 281
NTDB id 1387 A4U84 RS06900 WP 020457569.1 ALIIAASGQHNLLFLGPPGTGKTMLASRLADLLPEMEDDEAIETASVTSLVQNELN.FQNWKKRPFRSPHHSASMVALVG 284
NTDB id 1349 HI 1117 AAC22771.1 ALTIAAAGQHNLLFLGPPGTGKTMLASRLTGLLPEMTDLEAIETASVTSLVQNELN.FHNWKQRPFRAPHHSASMPALVG 285
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NTDB id 1323 RA0C RS07335 WP 004916218.1 GGSYPQPGEISLAHNGVLFLDEMPEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT. 364
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NTDB id 1271 LPP RS03220 WP 011213198.1 GGNPPKPGEISLAHHGVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCM 361
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GGNPPKPGEISLAHHGVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCM 361
NTDB id 1153 A1552VC RS00115 WP 000521788.1 GGTIPRPGEISLAHNGLLFLDEMPEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR.. 359
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GGSVPRPGEISLAHNGLLFLDEMPEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR.. 359
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NTDB id 1323 RA0C RS07335 WP 004916218.1 SSSFEMQRYLNKLSGPLLDRIDIHIEVQKVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEI 442
NTDB id 175278 A3K91 RS13655 WP 062845745.1 CRPEQIRRYQDKLSGPLLDRIDLHITVPALPIADLQNS..QAGETSKQVRARVATAYEYQLKRQQK....VNNELSPSEI 466
NTDB id 1271 LPP RS03220 WP 011213198.1 CTPDRISRYLAKLSAPLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTC 437
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NTDB id 1153 A1552VC RS00115 WP 000521788.1 ANPQSILRYLSRLSGPLLDRFDMSIEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSGK....VNALLQSREI 434
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NTDB id 1323 RA0C RS07335 WP 004916218.1 EHFCELDEVSLLLIKNAMEKLNLSARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 175278 A3K91 RS13655 WP 062845745.1 DQYIQLGESEQQLLQLAQQRLNLSARGYHRVLRVARTIADLAASIDITSAHVSEALSYRGK............ 527
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NTDB id 1387 A4U84 RS06900 WP 020457569.1 EQDCKLTDRDALFLENALTKLGLSVRAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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