logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1110 NGFG RS09235 WP 003689817.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1
1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1

175224 A3Q33 RS05865 WP 081179142.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1110 NGFG RS09235 WP 003689817.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1
1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1

175224 A3Q33 RS05865 WP 081179142.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1110 NGFG RS09235 WP 003689817.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1
1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1

175224 A3Q33 RS05865 WP 081179142.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1110 NGFG RS09235 WP 003689817.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1
1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RS07725 WP 011946523.1

175224 A3Q33 RS05865 WP 081179142.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

1

1

1

1

1

1

1

1

A wng@4&5@@@%@%@@ Waeosrot e, crtshertdE gl

TSSSSSKKsI=® /\A
MTSSSSSKKSRAVALRNYFPFGNK
................. MSVGHLR,

AGGH[DAEFNLRQABVQVEK TEREMPEEMK AVTGREBEPELMREYKKNQLFE@K
QNQENAIVEMAEHYYNE . SQAEKEMEPMIFSD . . GV

................. RQAEMS A TAEQAMMTQVSASETEMPEAR SIFHAQEWTE. ......Q
................. RQKGEF SAEESEREQVEASHEIEMPEAR GFFESSEMNS. . .....H
................. RQAGIEF SAEESEBREQVIUASHIEMPEAR GFFQSHEWTE. ......H
......... MALATEEYRLQGEGQERJLEKBEDKTKAIEBHKLAAAEK IEQY KIBEAEQEAL. .. ... .TA

......... MKGLHQQSS.. . MLSARTKHN@UYPSDKAEKEMSAGFIQQNKPF@RY|H KSENADD@AS . . . ... .THC
......... MSALHTSPKFEGFFRRIMUEEKHUSAATMQTABDAAJSRAKQDTMAY|H VHESIPSL|We. . .....T
......... MSAFTTPPKFEGFIRRIQEEGY) NAQ.MQQA EKAJY KFKQD PY|® FSESIPLTENS. . .. ... I

* 3k * |k * %k %k * * * *

YVA I ThuaheDer — RRATCLAVEL

LNRI LR

Dl— i< N Al— LFR =Y
BEE éS\tE|E AE%b%QQ AEikg(L EEEQ k E th oEER
(€MD S DPEVAPI TQQMAE IGRFFPL TCREFKFLPLAQQEGDPPS R A \YDPN ' J\A[8D
.IDK lA SDPT

A SDPTiR [NA
L Q

oRvRIESMVHD . .
* kK %k * * * 1

XE@RELR%LES%L@E%& i B Lsabelmlb) Yyl

IREEWEAAQEKRDQERAL KLNDLTDIVGSIDMNMGEDKERVENA

BMVKVSDJEL Q Sh
C JBVDVGAPME I BNEE
B LAG LVDIGED TENpSEDL SQ))
.o.GRL L IREG SADDED@ IDTATSVTD
| LSG QDERK. GGGDK)y)
................ NLDGPTA Q EE
................ DPHTT. DEBDKLK|JEN YINK

Bl "™

KAl

KRKV

. LAA

S
SRVY

DA bR
= LeeEs A4 lee
Q
REIGASDIHFERYEENFARIR R|YDGELI
RISGASDIHFEPYENNYRIRIBR[®DG I LYY
RISGASDIHFEPYE WIYR RJMR{®DG I L)X
RISGASDIHFEPYENWIYR RIMR{®DG I L)
RNGASDIHFEPYE J¥YRIR R{NDGIL}I
RIGGASD HFEPYE BYRIR RMDGILN
RNIGASD HFEPYE BJYR R R{YDG L@ .
RUSIASD HFEPYE BJYR R REDG Lj:3% LWPR
S E R R

stk Dok Dokokoeskok | Lok Dok Lok | 1L

160
122
123
123
123
131
128
131
131

240
179
189
189
189
198
193
193
193

318
258
267
267
267
276
271
271
271



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1110 NGFG RS09235 WP 003689817.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1
1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1

175224 A3Q33 RS05865 WP 081179142.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1110 NGFG RS09235 WP 003689817.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1
1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1

175224 A3Q33 RS05865 WP 081179142.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1110 NGFG RS09235 WP 003689817.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1
1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1

175224 A3Q33 RS05865 WP 081179142.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1110 NGFG RS09235 WP 003689817.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1
1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RS07725 WP 011946523.1

175224 A3Q33 RS05865 WP 081179142.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

1

1

1

1

1

PRITLTue RSl st 0oL T VYTl

TE v/
Khaa
CIEImNEET QA FAI TNFETLQT VREL A AR YE LT
DFRVSTLPTLFGEK V RIL SB ANLEIDMLG |#PIQKISLMLEA [SRP}GM L TGPTGSGKTVSLYT[®LNILNTH
DERVSTLPTL GEK VLR LDSS ANLMNIDALGYPMOXWL LEALIRPQGMIL TGPTGSGKTVSLYTGLERILNTH

VLR LDSSSASLMIDIALGYSIANQKNL LEALBRPQGMIL TGPTGSGKTVSLYTGLNILNjSY
VLR LDSSSAMLNI ISLGYEPBRQKML L ALBKRPQGMIL TGPTGSGKTVSLYTGLEILN|SY

V R LDS[E ALGI JLG NP\Q p9Y L§A [WRPQGMIL TGPTGSGKTV LYT LNILNTHS
V RILDSSSANILGIDNILGYEPIAQ K|S TGPTGSGKTVSLYTGLNILNTIREI
VLRILD|ZSSARILGIDELGY[33sQKEL TGPTGSGKTVSLYTGLNILN TS

VLRILDI|Z SANULGIDILGYRPIAQKIL EAL)Y PQGM L TGPTGSGKTVSLYTGLNILNTI:H
[ Pk 11 k 1ok | okokokok I Pkok ok kokkkkk x|k | [ Plkok | %k x kx|

<[ yEY ........

&w%m&d%%M@MNMMMWM@MMWM@g

ALRSFLRQDPD MVGEIRDL TAETAIKA QTGHLVLSTLHTNSAAET
AIBALRSFLRQDPD MVGEIRDL TAEIAIKA QTGHLVLSTLHTNSAAET

NPKAGLTF ALRSFLRQDPDIIMVGEIRDLETAETAIKAAQTGHLVLSTLHTNSAAETL
ISTAEDPVEINLBGINQVQ N|j MGLTFj§ ALRSFLRQDPDI MVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETL
ISTAEDPVEINLIIGINQV VNPK GLTFA AL SFLRQDPDIIMVGEIRDLETAEIAIKAAQTGH V STLHTNSARETL

Rl

AQR\.ARﬁL W &;5§AQY$§kELLEkALEEEQLgV. e i BB

GTEMRIAY . HPSKEEMSRFELSASGDEVVTFYKANSLSPDETHBARQKGNL
IRV R AR AANGS SMIQEVERPSASAMKE TDEPIMAK . . . ......... D. . WKENR A€
INRVANAN ARG KHOYTIAVRPS . ALLQSQF@3QPNE. . . ... ...... ... I..

LITAQRLAR LCIERYCK(MIe ESRARINL  GEAANsyD N..
IREY AWV AeRer YR QP QBPN . SQL . QHIREIANTE. . .. ... ... .. .. Q
ASSV LIIAQRLAR LCREINCKINGS )zei{ae
ICEA ARSI Na) WS ANy QB EE . BHIPEAEMLAQEILPAQWE . . . . ... ... ... N..

VSRS NI AW AN S )@ITP . ADTPKQSIBLE TEQMS®AH. . ......... PD..
A SVNL IAQRLARRLCSQCKRP IQVPERSLLE TPEDLAQ ........... PE..
sk bosksksksksk L LDl k] *  kk ok

R o o

C[MNC - [€NIGYKGRVG 'YEVM - l|- “J3 ‘L8 - TN TDRIKDCPAVEE[QUITINRLAYS NL QEE YISBSEIREIAMIFTDTGLES
DR RGQGYKGR.G YEVM§ E [a)3 N NG EFGILDEFAY K E[€V DIfR RBEH LSRN MEIAEIAY T ANGYND . . . . . .
N . GRVGIYEVMAFNTE AEAISVIQRISS T HQESERIWAK A N[GJUINEE () ERTeIN-VCN R EEaRNS I AR YE . . . . ..
&N . GIYEVM FD SEABRIK N5l 18 ADINYGMETLMUSG 'EK J4QGITSIFEIE | « R V|IQ
N H. GIYEVM FD SEABTIK VBl 1 ApWIGM TLAISG EK ' JSQGITS|PAE = R V| E s
OEQ S.GY GRVG EV KE GQ S[EENS LK IBT 1ANSG EK I8 GIT [JOEV RV TN
CIRCTeMGYKGRVGIYEYV| VTAN TSNS AAQCQRE[¢YNNIER QEIINNMA AL CANRINEIAMBAMINA . . . . ..
Ci® CI3MGYKGRVGIYEVM P28l S K EDEGNA AAASEKL{EFNNI®RREICIRKIGHM{AICAMEIN O IAMBAMISE . . . . ..
Clsl CI3MGYKGRVGIYEVM P2l S K EDEGNA LN AIDNRGIY NLIAS GLIMK BIQG 'TSL{NE 'RV TR,
Dok bk Dkl Dok Dok | Dokokokokokokok ko k * % * 1ok % o % ok

iIE KEADSRV . .. ..o N. .

| skok % xkkk ok |k |kok

398
338
347
347
347
356
351
351
351

478
418
427
427
427
436
431
431
431

557
484
489
488
488
501
495
497
497

637
558
562
561
561
574
568
570
570



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1410 SGL RS13950 WP 010873519.1
1110 NGFG RS09235 WP 003689817.1
1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
175224 A3Q33 RS05865 WP 081179142.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

E RAKRKSAL T RT  AAELQLQLEWLD Y TSREFS
EMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS

X non conserved
B similar
i >507 conserved

672
558
562
561
561
574
568
570
570



