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NTDB id 175106 AYR61 RS10545 WP 156770479.1 MADVKQLPTRDEVDPKFTWDLTPIYATTADFEGDFNKVQEAIPELEDLRGSLATGADQLLHAIQSILSVIRRAEKVYVYA 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 .....MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYA 75
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consensus !*!*! ! * ! ** !** ! ! !*!!!! *!*! ! ! * !! ! !! * * **!!!! * !

logo LLAAQAGDAI FLGNGTAPSTDNTFGNVLDNDNADI
L
E
LFPVWVESDGNDQGDQAVVEQLSTHQGNVFYDIQTL IMEQSKTDKPRADI

VREKGMAFYEKAQLMYAGTVYEHQFQRHTLYAQSTLAQG
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NTDB id 480 HSISS4 RS02090 WP 002890133.1 LLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQG 235
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NTDB id 175106 AYR61 RS10545 WP 156770479.1 NVKTHNFNAQVRHYADAREAALSGNHIPVSVYDTLVKAVNAHLPLLHRYVALRKRILGLSDLHMYDLYTPITGEPQLTYT 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 VVKVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSET.ETALT 314
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NTDB id 175106 AYR61 RS10545 WP 156770479.1 YETARDEALKALDVMGPDYLSHVKTAFDSRWIDVVENQGKRSGGYSSGMYDTAPYILLNWQDNLESLYTLVHEMGHSMHS 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 YEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHS 394
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NTDB id 175106 AYR61 RS10545 WP 156770479.1 YYSSHNQPYQYGDYSIFVAEIASTTNETLLTDYLLKTYDEPQVQAFVLNHYLDGFKGTVFRQTQFAEFEQFIHEEDAAGH 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TFTRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQ 474
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NTDB id 175106 AYR61 RS10545 WP 156770479.1 SSDYPIEVMKKAGVDMSQETYLDQAFDQFEARLNQFEKLVEREGKR. 606
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
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