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TKNREQLLLKQLVHLAAQGFIGLTAI SELNHRLAAKLWLASKTLSPAHDNFWADCNHLKSATLTEQI

LAQTI
LAKRLPTETARNYRWPSRTFQSADSFQRSTETETHLLQARQRCCIDQHEQVGRET

NTDB id 175060 AYR56 RS07590 WP 068224160.1 .MQKRELLLQLHLAQGIGLASENHLAKLLAKLPADFDCNHLKTTQLATLAKLTTANRSRFSADFRTEEHLARCCQ..QGE 77
NTDB id 626 LCA RS04960 WP 011374694.1 MLTKNQLLLKVHLAAGFGTISELRLAAWLSTS.HNWA...LSALEIAQIARLPERYWPTFQASFQSTTLQRQCIDHEVRT 76
consensus ** ! !!! *!!! ! ! !! *!! ! ** * ***! *! *!*!* * ! ! ! * * !* **

logo

N
TYLTI FLDAKADYPKQRLLRETYLQPPTVLVLFYQRGDNLARLLKQQTPTCLAI

VVGARQATHSYSTKPQSVLEKNQFLLPQGSLTVKVARCTTI IMSGLAQGADAGMYA
NTDB id 175060 AYR56 RS07590 WP 068224160.1 NYLTIFDAAYPKRLRETYQPPTVLFYQGNLALLQTTCLAIVGARQATSYTPQVLKNFLPSLVKVRCTIMSGLAQGADGYA 157
NTDB id 626 LCA RS04960 WP 011374694.1 TYLTILDKDYPQRLLETYLPPVLLFYRGDLRLLKQPCLAVVGARQATHYSKQSLEQLLQGLT..ATTIISGLAQGADAMA 154
consensus !!!! ! !! !! !!! !! *!!! ! ! !! *!!!*!!!!!!!*!**! ! * !* ! ** *!!*!!!!!!!!* !

logo HEQLVATLAQRSGGLAQPTIAGVIGTGI
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YYPKPQNAEHQLQAQQVVAEQKNGLLVLSEYAPLGSTPRAPERRYHQFPAQRNKRI IAGLCHASLCIVTEARHHKSGS

NTDB id 175060 AYR56 RS07590 WP 068224160.1 HQLTLASGGQTIAVIGTGLDTYYPKQNAQLQAQVAQNGLVLSEYPLGSRPERYHFPQRNRIIAGLCHALCVTEARHHSGS 237
NTDB id 626 LCA RS04960 WP 011374694.1 HEVALQRGLAPIGVIGTGINCSYPPQNEHLQQVVAEKGLLLSEYALGTPARRYQFPARNKIIAGLCHSLIVTEARHKSGS 234
consensus ! * ! ! *!*!!!!!* * !!*!! *!! !! !!*!!!!*!!*** !!*!! !!*!!!!!!! !*!!!!!!*!!!

logo L ITANLALQAENRNSVLYAI
VPGRS IDTAQPSLSAQGCNEQL IALAGAKTPALLDTKPNRDI IL IWEELQRYFD

NTDB id 175060 AYR56 RS07590 WP 068224160.1 LITANLALQENRSVLAVPGSITAPLSAGCNELILAGAKPALTPRDIWEELQYF. 290
NTDB id 626 LCA RS04960 WP 011374694.1 LITANLALQANRNVYAIPGRIDQSLSQGCNQLIAAGATPLLDKNILIEELRYFD 288
consensus !!!!!!!!! !! ! !*!! ! *!! !!! !! !!! ! ! * * !!! !!*
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