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NTDB id 174946 AYR60 RS05475 WP 056997625.1 DEYGIDHSDDNVILQRELYRNGRNICRINGMLVNTNTLKQVGETLVDIYGQNEHQLLMQSDQHLHLLDEFVGNQIKPVLQ 160
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK 160
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NTDB id 174946 AYR60 RS05475 WP 056997625.1 KYQSKYTEYLKLKKQLENKNQNEKEWAQRLDMLKYQVDEIEKAELTNGEEEELISEKDRLNNFQTINESLSNGLNNIEGN 240
NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE 240
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NTDB id 174946 AYR60 RS05475 WP 056997625.1 ETVSPLDMIGEAMSSIEDIERLDDDFKKISENIKGAYYMLQDATGEISNQLDSLEFDENRLNEVQSRLNTIFELKHKYGD 320
NTDB id 352 BSU 24240 NP 390304.2 ..QGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGA 318
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NTDB id 174946 AYR60 RS05475 WP 056997625.1 SIGQILQYFEKISRELHEMEIEENTGNDLEKNLADCVLQLNKLGKKLKSIRHDGAQKLKAEIHQQLADLYMDKTEFEVRF 400
NTDB id 352 BSU 24240 NP 390304.2 TVEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEF 398
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NTDB id 174946 AYR60 RS05475 WP 056997625.1 SSLSK.............DTFNRFGIENVEFYIRTNPGESMQPLSKIASGGELSRIMLALKTIFSKLQGITSIIFDEVDT 467
NTDB id 352 BSU 24240 NP 390304.2 KVRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDT 478
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NTDB id 174946 AYR60 RS05475 WP 056997625.1 GVSGRVAQAIADKIHGISIQSQALCITHLPQVAAMADHQYYISKHIDKEHRTETTIKLIKGEARVNELARMLAGTTVTKL 547
NTDB id 352 BSU 24240 NP 390304.2 GVSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDG.RTTTRVKPLSKQEKVAEIGRMIAGVEVTDL 557
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NTDB id 174946 AYR60 RS05475 WP 056997625.1 TLEHAQELLKLADKEKETNV 567
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