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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 174914 PMA3 RS06150 WP 064676331.1 MRTGMIALALGLLALRFLPVLPPVWFWLVLPVAALMMLPFRT............YPLAFFLFGFSWACANAQWALDDRLPANLDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRW............RPLAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 174914 PMA3 RS06150 WP 064676331.1 ETRWVEGRVVGLPQNGEAVVRFQLADA.HSRRETVPPLIRLAWYGG....................PPVNSGEQWRLAVKLKRPA 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDI.HSRHAGLPSRIRLAWYGG....................PEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 174914 PMA3 RS06150 WP 064676331.1 GLLNPHAFDYDAWLLAQRIGATGTVKDGVRLQEA..............RWAWRDGIRQRLQAVDAQ.GRTGALTALVLGDGAGLS 207
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAH.GRAGAIAALVVGDGSGLS 209
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NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 174914 PMA3 RS06150 WP 064676331.1 REDWQVLQDTGTVHLLVISGQHIGLLAGLVYLLIAG.......LPRYGLW..PGRLPWLPWACGLAFAAALGYGLLAGFDVPVRR 283
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLL.......LARWGIW..PQRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 174914 PMA3 RS06150 WP 064676331.1 ACVMIGLVLLWRLRFRHLGAWWPLLLALNAVLLLDPLASLQQGFWLSFAAVAVLIFIFGG.......RL.......GPWRWWQSW 354
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG.......RL.......GVPSWWRAL 356
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NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 174914 PMA3 RS06150 WP 064676331.1 TRAQWLIAIGLGPILLILGLPISLSGPLVNLLAVPWISLVVLPPALLGTLLLPIPFVGEGLLWVAGGLIDLLFRGLALMAGRFPA 439
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
consensus **!*****!!*!**!*!****!******!*!!*!**!****!*!!*!* *!**!*****!*!****** *** **!!*** **



logo WLMVPAAPSAALVPALWI
A
G
W
S
GLAGVVAVLGATVPLVLLLLMVPAGRGYVRPAWAW

LRAPVQLGATWLPVLLALLPMLVLLFPARPADRPQSALRLPEPEPQGERTFARE I
M
V

V
W
A
Q
V

L
FDI

VGQGALSAI
T
VLVERTARDGHHARTLLFYDTAGPR

NTDB id 1426 RS RS05575 WP 011001070.1 WVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPR 594
NTDB id 174914 PMA3 RS06150 WP 064676331.1 WMPAAVPLWIGGLGALGALLLLMPRGVP...LRPLGWPLLLLLVFPPRQLLPEGTAEIWQLDVGQGLAILVRTRHHTLLYDAGPR 521
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 174914 PMA3 RS06150 WP 064676331.1 FGDN.DLGERVVLPTLRKLGVSGLDLMLISHAHADHAGGAQAVAKGLPVRRVLSGEPLELP.......TELQAEACESGRQWTWD 598
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERLP.......AALDARSCRTGQRWTWN 600
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WLQLASVPHHGSNRTSSSSAGPVALFLDAALVAQS
NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 174914 PMA3 RS06150 WP 064676331.1 GVQFALWQW......AAARESNPKSCVLQIEANGERLLLTGDIDTAAERALLD..SPLAVTTDWLQSPHHGSRSSSSPALLAALQ 675
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRW......PQATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVD..GGMEVNARWLLAPHHGSNSSSSAVFLAAVA 677
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NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 174914 PMA3 RS06150 WP 064676331.1 PAAALISRGQGNAFGHPHPTVLARYRQRGMAIHDSAEQGAIRLQLGQFK..PAWTMRQERRFWRPAP................ 740
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFG..GARRMRDEPRFWREK................. 741
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