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NTDB id 174827 A3224 RS15785 WP 074901695.1 MIFDFLRKKKPKPDETVESQ...................................................TAPEPPESA 29
NTDB id 1118 NGFG RS11455 WP 003696286.1 .MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEA 79
consensus **! ! !*!!* * * *! ***************************************************! *!*! !

logo GDEAASETPRKVAEESAQKEAVAETVGEAVGPEQAVPQERAEAVAETPTAEEPHKKELGFWAFAR I
L
K
R
Q
RGLASKRSTRSDSKQFMAEKGSLMAGGNLVFLGAGGKEQIDGEDELLYEELETQVL

NTDB id 174827 A3224 RS15785 WP 074901695.1 GDASTPKAEQ............PEAPREAAEPAPKKEGFFARIRRGLSRTSSQFAEGMGNLFLGAKEIDEELLEELETQL 97
NTDB id 1118 NGFG RS11455 WP 003696286.1 GEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVF.GGGQIGEDLYEELETVL 158
consensus !*! * ************* * ! * **! !* !!** !! ** ! ** *!*!* ! !*! !!!!! !

logo

I
L
T
V
A
GDMVGMVEATEGEYI

L
M
V
D
K
D
R
L
V
R
T
E
GRVSLRKREGLAKDGDNAELRYGRALKQEAELGYDEL ILDKPTLVEAKPLVLVDPETSTKEKPFVI LML

V
A
VGI

VNGAVGKTTSTIGKLA
NTDB id 174827 A3224 RS15785 WP 074901695.1 LVADVGVEATGEIVDRLTERVSRRELADGDALYRALQEELGELLDTVEAPLVVDTSKKPFVILVVGVNGVGKTTTIGKLA 177
NTDB id 1118 NGFG RS11455 WP 003696286.1 ITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLA 238
consensus * *!*!*!!! ** * !!! * ! !! ! !! ! ! *!* **! !!!** *! !!!!** !*!! !!!!*!!!!!
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NTDB id 174827 A3224 RS15785 WP 074901695.1 HRYLREGRSVMLAAGDTFRAAAVEQLQVWGERHNVPVVAQHTGADSASVIYDAVQSARAKGIDVVIADTAGRLHTKSNLM 257
NTDB id 1118 NGFG RS11455 WP 003696286.1 KYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTG.DSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLM 317
consensus * * !*!!*!!!!!!!!!!! !!!! !! !*!!*!* !*!!*!!! !**!!!! !*!*!!!*!*!!!!!!! ! *!!
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NTDB id 174827 A3224 RS15785 WP 074901695.1 EELAKVRRVMGKLDASAPHEVLLVLDAGTGQNAISQAQQFRDAAGVTGLVLTKLDGTAKGGVIFALARKFGIPVRFIGVG 337
NTDB id 1118 NGFG RS11455 WP 003696286.1 EEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVG 397
consensus !!* !!*!!* ! * !!!!***!!!! !!!!* ! ! !! !*!!!**!!!!!!!!!!** !!! **!!!*!!!!

logo EGQAIDEDLQRPFADAKRAEFVADALFLDGREAN
NTDB id 174827 A3224 RS15785 WP 074901695.1 EQAEDLQPFAAKEFVAALFGREAN 361
NTDB id 1118 NGFG RS11455 WP 003696286.1 EGIDDLRPFDARAFVDALLD.... 417
consensus ! *!! !! !* !! !! ****
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