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NTDB id 174644 B14 RS05555 WP 003184851.1 MKFSLKLVSVTLVVITCIYTFFVIYLCYNNMFVGAYLAYNSKNQLVVDYVEEDSLADYTGLKAGDIILEVNNEKPSKKEPKNKIL 85
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHLKWGYL 85
consensus !! *! ** **!****! * !** ! * *! ** ! ! ! *** * ! ! * * !!* !!!!! *! !!!! !**! !

logo

A
S
D
H
I
V
N
RSLDS I ELRNSGKI

KIHTLTDKDTFRDLTI
V
I
T
LNR

S
P
Y
D
Y
S
V
F
LFLTFVLVI

LPLVFVFYFLLCS IMF
IC I

VFLYI LKSVNKKTNRKRQSFMASASFYI
LL I LSFLL ILDI I S ILAYI

VSAVGGPVFSR
NTDB id 174644 B14 RS05555 WP 003184851.1 ADVRSLSIERNGKIITTDTRDTII..SYDVLFTVLIPVVFYLLCMFCVFLILKSNKTNKQMSSFLLISFLIIISLAYVSVGGVSR 168
NTDB id 91 BSU 31690 NP 391047.2 SHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISIAYISAGGPFR 170
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NTDB id 174644 B14 RS05555 WP 003184851.1 GDKFSRYLNLLTFLSVPASYYHFILQYFKEIGKKFFSNKILLLYALPFLNIVLEIFYDLTDFLEEGRPYVNLFSFFIGIVLVFGV 253
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NTDB id 174644 B14 RS05555 WP 003184851.1 IIYGLIKYKHSEEIYFLKMLMLGNFLGVFPFVVFFVLPILIIGDYIYSAAVVAPCLLIIPFSLVYQFISNKTYDVEFLVGRLKYY 338
NTDB id 91 BSU 31690 NP 391047.2 IYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVYQFVANKMFDIEFILGRMRYY 339
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NTDB id 174644 B14 RS05555 WP 003184851.1 GLLAIIPTIMLISAFKLIKYQTGDYYDLRFTIYIYLVMLGVFYLKEILDYRFRLKRFSEKYNYQDSIFKFTQTIRTHSSLNQVLL 423
NTDB id 91 BSU 31690 NP 391047.2 ALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEKFNYQDSIFKYTQLMRGVTSLQQVFK 424
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NTDB id 174644 B14 RS05555 WP 003184851.1 ELKQTILDVLIVSQAHVLKVKSDGTISLLEEDAEEYPWIPYEQEVTKVITDIGKIVEVDRGFLIKIGERGGTSYVMLCLSVLNTP 508
NTDB id 91 BSU 31690 NP 391047.2 ELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGKIIEVNQGFLMKVGERGGSSYVLLCLSNINTP 509
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NTDB id 174644 B14 RS05555 WP 003184851.1 RLTRDEISWLETLAFYTSVSLENVLKIGELMEHLENVKKEGPNPAWLNKLMFAIEEKQRSDLARDLHDSVLQDMISLKHQSEMFL 593
NTDB id 91 BSU 31690 NP 391047.2 RLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFL 594
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NTDB id 174644 B14 RS05555 WP 003184851.1 ADFEKD.KVCTNQIRQRLINMNEQMSAVIQTTRETCQELRPQLLYDLGLVKALSKLAAQHQESSSIDKIRLNTERFSKVLDLDTQ 677
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