
logo

MNLNVM
S
A
E
D
N
A
G
F
L
A
Q
G
M
N

K
LKI

V
L
M
I
V
V
IDDESKPTI SRDR I

T
I
A
K
E
F
T
N
LLAKQRKEGYCEDTVLITAFVDGRFEALASKYIAESDEAEQKNPADLIVI IFLVDLIML

MPERLDGLYEQVTACKAELVIRKKN
NTDB id 374 SMU RS06885 WP 002262930.1 ...........MKKILIVDDEKPISDIIKFNLAKEGYDTITAFDGREALSKYEEENPDLIILDLMLPELDGLEVAKEVRK 69
NTDB id 174610 ATSB10 RS10565 WP 026107406.1 MNLNVSANGLAGLKVMVIDDSKTIRRTAETLLKKEGCDVLTAVDGFEALAKISDQKPAIIFVDIMMPRLDGYQTCALIKN 80
NTDB id 1047 H0N27 RS03110 WP 000389061.1 .....MEDAFQNLKVMVIDDSKTIRRTAETLLQREGCEVITAVDGFEALSKIAEANPDIVFVDIMMPRLDGYQTCALIKN 75
consensus * *!****!!*!*!*******! *!!****!!*!!*!!!*!* * *!*****!*!*!*!!!*********

logo

N
S
P
Q
L
N
F
N
Y

Q
R
S

H
N
S

I
T
VP I

V IMLSASKDSGELFDQKVAI
K
RGLREIV I

VGSAEDDEQYVLTKPFTSKNRRDELLAGNRAVIHKRANRHLVGRSARSATAENI ESAVAEENASGIPE I I IGDLQI LP
NTDB id 374 SMU RS06885 WP 002262930.1 ...NSHVPIIMLSAKDSEFDKVIGLEIGADDYVTKPFSNRELLARVKAHLRRTENIESAVAEENASGIPEIIIGDLQILP 146
NTDB id 174610 ATSB10 RS10565 WP 026107406.1 NPLFRSTPVIMLSSKDGLFDKARGRIVGAEQYLTKPFTRDELLGAIHRHVGAAA.......................... 134
NTDB id 1047 H0N27 RS03110 WP 000389061.1 SQNYQNIPVIMLSSKDGLFDQAKGRVVGSDEYLTKPFSKDELLNAIRNHVSS............................ 127
consensus * *!*!!!!*!!**!!***!***!***!*!!!!***!!!**** !*

logo

DAFVAKKRGTEVELTHREFELLHHLATHTGQVMTREHLLETVWGYDYFGDVRTVDVTVRRLREKI EDTPSRPEYI LTRRG
NTDB id 374 SMU RS06885 WP 002262930.1 DAFVAKKRGTEVELTHREFELLHHLATHTGQVMTREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRG 226
NTDB id 174610 ATSB10 RS10565 WP 026107406.1 ................................................................................ 134
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ................................................................................ 127
consensus

logo

VGYYMKSYD
NTDB id 374 SMU RS06885 WP 002262930.1 VGYYMKSYD 235
NTDB id 174610 ATSB10 RS10565 WP 026107406.1 ......... 134
NTDB id 1047 H0N27 RS03110 WP 000389061.1 ......... 127
consensus

X non conserved

X similar

X ≥ 50% conserved


