
logo MNDFEKI ESAAYQNL ILLEDNTCQLR I
LENTEQI

L
K
HTNHI

LYDAL I EQNAFCYLGAEHGAPDEDKF IAKENNQKAKLKRSQLANLTSKEEWRRASYFQFVI F IKASTQTS
NTDB id 174484 A2G56 RS06485 WP 062710617.1 MNFEKIESAYQLILENTQLIENEIKTNIYDALIEQNAFYLGAEHAPEKIAENNQALKSLALTKEEWRRAYQFVFIKASQT 80
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
consensus !*!!!!!*!!*!*!*!*!**!****!**!!!!!!!!!*!!!!!*!***!*!!!**!**!*!*!!!!!!**!!*!!!!*!*
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NTDB id 174484 A2G56 RS06485 WP 062710617.1 EQLQANHQFTPDTIGFLVLYLLENLTNQAHLDVIEIGSGTGNLAQTLLNNSDRELDYLGLELDDLLIDLSASIAEVMDSN 160
NTDB id 401 FSA28 RS09370 WP 002291646.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSS 160
NTDB id 392 SMU RS09000 WP 002263442.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS 160
consensus *!!!*!!!!!!!*!!!**!!!!!*!!!***!!*!!!!!!!!!!!*!**!!!****!!*!*!*!!!!!!!!!!!!*!*!!*

logo VRHFVQEDAVRPQLI LKESDI
V I I SDLPVGYFYPNDAKIAKQRYQVAATKDLGHTYAHHLLMEQSLKYLKKDEGLAI LFLAPTVNDLLTSGEQ

NTDB id 174484 A2G56 RS06485 WP 062710617.1 VRFVQEDAVRPQLLKESDVIISDLPVGYYPNDAIAKRYQVAATDGHTYAHHLLMEQSLKYLKKDGLAILLAPTNLLTSGQ 240
NTDB id 401 FSA28 RS09370 WP 002291646.1 VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
NTDB id 392 SMU RS09000 WP 002263442.1 VHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
consensus !*!!!!!!!!!!*!!!!!*!!!!!!!!*!!!!*!!*!!!!!!**!!!!!!!!!!!!!!!!!!!*!!!!*!!!**!!!!*!

logo SDPLLKKWLSQGNYNAVDTVI LAVITSLPETAMI FSKHQPKASNAIKSLI FVLQKKQASEQSQKSPLETSFVYHPLSTDI
LQNDPEVLQRGRFMAKNLFKI
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F

NTDB id 174484 A2G56 RS06485 WP 062710617.1 SDLLKKWLSGYADVLAVITLPETMFSHPANAKSLFVLQKQAESKPETFVYHLSDIQNPEVLQGFMANLKIWKDDNAI 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
NTDB id 392 SMU RS09000 WP 002263442.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
consensus !*!!!!!!******!!!!*!!!**!****!*!!*!!!*!!*****!*!!!*!*!*!*!!!!**!!*!*!*!!*!!**
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