
logo MKKYI LMLRVTLRSLVLS I FLVVTTALVTYTIVIYTMVPKRSRL I FKRNQDPNYNKMI IATKTPADKSKANYENTI FYERLMGYIDYLYTDTKELQTEKAS
NTDB id 174477 A2G56 RS05800 WP 062710254.1 MKKYILMRVLRSLVSIFLVTTLVYTIVYTMVPKSLIFKNDPNYNKMITTPDKKANYENTIFERMGYIDYLTTKELQTKAS 80
NTDB id 476 HSISS4 RS06995 WP 013990225.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERMGYIDYYDTKELQEKAS 80
NTDB id 325 STU RS16125 WP 002946410.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKAS 80
NTDB id 293 STER RS06925 WP 011681416.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKAS 80
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NTDB id 174477 A2G56 RS05800 WP 062710254.1 KEYKQVTTKPTATNKNYYQKYLKSTGGKWQLHQFKESKEFYATRDISIIERVWNFYSNLIVVDHPWKIKDASNPDLERYV 160
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SLDKSVTTKPTKENKAIYQKYVDSLGHGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
NTDB id 325 STU RS16125 WP 002946410.1 SLDKSVTTKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
NTDB id 293 STER RS06925 WP 011681416.1 SLDKSVTTKPTKENKAVYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
consensus ***!*!!!!!!**!!**!!!!**!*!**!*!!!!!*!!*!!!!!!****!!!**!!**!***!*****!!**!!*!*!!*

logo RFI ENDPSAVIGPWASLVVGSGTKHKYLMLYFNGSSQFPF IVHQNI
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V ITQGQGRQTLQKQSSEVVTNFPNTGNKTKRQVI SAS
NTDB id 174477 A2G56 RS05800 WP 062710254.1 RFENDPSVGPALVGSGTKHKYLMYFNSSFPFIHQNIFKLNLGLSYPTYANQPVTRIITQGQGRTLQSEVTFPNGNTRQSA 240
NTDB id 476 HSISS4 RS06995 WP 013990225.1 RIENDPAIGWSVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTQSSEVNFPTGKK.VSS 239
NTDB id 325 STU RS16125 WP 002946410.1 RIENDPAIGWSVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTKSSVVNFPTGKK.ISS 239
NTDB id 293 STER RS06925 WP 011681416.1 RIENDPAIGWSVVGSGTKHKYLLYFNGQFPFVHQNFVKMNLGTSYPTYAGQGVLDVITQGQGQTKSSVVNFPTGKK.ISS 239
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NTDB id 174477 A2G56 RS05800 WP 062710254.1 INMYSRTYLSPSKADSRAKHNFGENDAYTATQNNYSEPSMLKNSFIIGVVGVIIAYAVGLPIGMLMSRYKDGLFDRFSTG 320
NTDB id 476 HSISS4 RS06995 WP 013990225.1 VDIYSRTYKSPSQADARDRSYYG.DDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMARFKNTLFDSVSTG 318
NTDB id 325 STU RS16125 WP 002946410.1 VDIYSRTYKSPSQADARDRSYYG.NDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTIFDSVSTG 318
NTDB id 293 STER RS06925 WP 011681416.1 VDIYSRTYKSPSQADARDRSYYG.NDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTLFDSVSTG 318
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NTDB id 174477 A2G56 RS05800 WP 062710254.1 LMTFMLALPSVATIYIIRFVGSNLGLPDSFPNLGASSPLSYVLPALVLGILSVPGIVVWFRRYMVDQQASDYVRFARSKG 400
NTDB id 476 HSISS4 RS06995 WP 013990225.1 ILTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKG 398
NTDB id 325 STU RS16125 WP 002946410.1 VLTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKG 398
NTDB id 293 STER RS06925 WP 011681416.1 VLTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKG 398
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logo LTSEAQE I SQNKHLI FLKNAMVPS ILSVNSGIPSAS IAVLSGTVIVTGATLTETI FAFYPGMGKML IDSVRAASNNSAMVVGLVF I FTVAVLTSVI FASLLLVG
NTDB id 174477 A2G56 RS05800 WP 062710254.1 LTEAEISQKHLFKNAMVPISNGIPSSIALTIVGATLTETIFAFPGMGKMLIDSVRAANNSMVVGLVFIFTVVSVFALLLG 480
NTDB id 476 HSISS4 RS06995 WP 013990225.1 LSEQEISNKHIFKNAMVSLVSGIPASIVSVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALTIFSLLVG 478
NTDB id 325 STU RS16125 WP 002946410.1 LSEQEISNKHILKNAMVSLVSGIPASIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVG 478
NTDB id 293 STER RS06925 WP 011681416.1 LSEQEISNKHILKNAMVSLVSGIPASIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVG 478
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logo DLI LMTMI FIDPR IRKLTSKGGK
NTDB id 174477 A2G56 RS05800 WP 062710254.1 DLLMTIFDPRIRLTSKGGK 499
NTDB id 476 HSISS4 RS06995 WP 013990225.1 DILMTMIDPRIKLTSKGGK 497
NTDB id 325 STU RS16125 WP 002946410.1 DILMTIIDPRIKLTSKGGK 497
NTDB id 293 STER RS06925 WP 011681416.1 DILMTIIDPRIKLTSKGGK 497
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