logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
174468 A2G56 RS04970 WP 062709877.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
174468 A2G56 RS04970 WP 062709877.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
174468 A2G56 RS04970 WP 062709877.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
174468 A2G56 RS04970 WP 062709877.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

o

RS i

A

]

1 )

D NLTNTEAVRRReAM: o

MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG

MIQIGK FAGRYRI KEIGRGGMADVYLA DLILDEEVA KVLRTNYQTDWIAVARFQREARAMA LEHPHIVIIRDIG
MIQIGK FAGRYRI [IGRGGMADVYLARDLILDWNEEVA KVLRTNYQTD[N AVRFQREARAMA L HPNIVE\IRIDIG

MIQ GK FAGRYRI
PUL bk b s s LD s bbb bbb LD ks LoD bk bkl Dol sk bl 11

0 itk b D AT

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
EEDGQQYLAMEYVAGLDLKRYJKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
EEDGQQ LAMEYVIJGEDLK YIMN HAPLSNﬁETVRIMi LEAMWLAHR GIVHRDLKPQN LLTEDGEJAKVTDFGIAVA
A K
I

5L o DT

FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQKPLPSVIAENI4SVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQﬁPLPSVIAENSSVP

FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQNPLPSVIAENESVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRPLPSVIAENESVP

FAETSLTQTNSMLGSVHYLSPEQARGSKAT QSDIYAMGI | EMLT[@HIP DGDSAVTIALQHFQKPLPS IEN|AYVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGI |® EMLTGHIPYDGDSAVTIALQHFQKPLPS IAENKSYVP

LE AR Rl !gDLééiE@B@HﬁéKL&FQEBK@DW K\JEQELEILE,KYSQQTEH@%%

QALENVITKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHKSHE
QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHK S
QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHK SR
QALENVITIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHK S
QALENV IKATAKKL@ RYMST MY[NDL{¢ «  LINJIRIINEIIKL F[8} . TPARGRRACRE PEPMK E TP VINASISP VK G A
QALENV IKATAK LT RY SINNEMIHaDLIA SL[AIENREIIE KL IASEA . . DTKELPK EMBAANSIMAAQSLKNKTSNQD
I . . TDARGRRAQUDPVPSARS EKKAVAAEPSEPT
[ I B e A A B A R N I Pokok b Dok Doskokok ko *! * 1 ko kDL DD skokskokok * % * % * %

160
160
160
160
160
160
160

240
240
240
240
240
240
240

318
318
318
318
318
318
318



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
174468 A2G56 RS04970 WP 062709877.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
174468 A2G56 RS04970 WP 062709877.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
174468 A2G56 RS04970 WP 062709877.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
174468 A2G56 RS04970 WP 062709877.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

oo Yo eMbrb R daks | sk A D Qe

..LVAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEI
BN VAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEI
BN VAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEI

NLVAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEI

PAPSKQPR. . .KKTTPAKKKISGENIFSTLIMKMFLGIRUF IGEI IFAYLMFE . NigD NMOMZN VIERERS TIAQ T KEE GIGIEK
kK ok k k ok * %k *kok ok k ok |k * % % % % | * %k % %k %k k % % % skokoskokok ook Dok bk skokoskosk | oskoskosk sk sk sk ok sk ko k ok

e BRI A TG T fon ol . EE

3 VEE VEDRSUBTE

1 okok ok kokokok Dokok Dokokoiok Dok Dok D Dok | loskok kskokok | kok D kokkox |k *k |k kD skokok kokokokokok | okokok ok ok okok

ESE Y ee TS vk oL e SE ety o S

ESEAGTVLKQSLPEGTTYDLSKATQNIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENL IK I E |
ESEAGTVLKQSLPEGTTYDLSKATQEIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENL IK I E [t
ESEAGTVLKQSLPEGTTYDLSKATQNIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENL IK I E |
ESEAGTVLKQSLPEGTTYDLSKATQEIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENL IK I E [N

. . TMPALMCEYSYARAKNTISLDLGFKSSQmMQT . . ... ... .. SD

IT.KV.. . VKMTMPNLKNSTYEIXANMSITIST AMGESSSRISMAY . .DASDYSS IE

PKDlKAKIKFRVATP KIMTMP VTlLTV TA QTLNRKN SSSSMEYHDYNTGAKLBKAK

* * %k % X %k kk o Dkskok |k % > k % X % % > >k % % %k % * %k | %k k ok ok k ok |k * %k %

SEVE 7180 Tl s S V1S Shes o v e EWE TP

SESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSAE
SESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSYE
SESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSYE
SESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSYE|

sk ok | okok ok k ok Pk |k kok * 1 kx| ok okok Iksksksk | kxkx |l * % % %k 3k %k %k Xk % *

394
394
394
394
398
394
394

473
473
473
473
478
473
474

544
544
544
544
546
546
553

624
624
624
624
608
605
605



logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 174468 A2G56 RS04970 WP 062709877.1
NTDB id 384 SMU RS02325 WP 002263039.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
consensus

WEQQRESEIDLK RIS | YKok TTOAT

GMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP
GMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP,
GMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP
GMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP,

X non conserved
B similar
>50% conserved

659
659
659
659
635
616
624



