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NTDB id 615 LCA RS02545 WP 011374200.1 74
NTDB id 593 KW2 RS05130 WP 021037147.1 80
NTDB id 174466 A2G56 RS04930 WP 062712455.1 .. . 69
NTDB id 277 KZH43 RS10090 WP 000867601.1 . .. . NTILEEWYLPIGAYYCRECLLMKRYV 69
NTDB id 236 SPD RS10765 WP 000867601.1 . .. . NTILEEWYLPIGAYYCRECLLMKRYV 69
NTDB id 202 SPR RS10250 WP 000867601.1 . .. . NTILEEWYLPIGAYYCRECLLMKRYV 69
NTDB id 167 SP RS11275 WP 000867616.1 69
NTDB id 507 SM12261 RS09240 WP 000867722.1 69
NTDB id 535 SMSK321 RS10515 WP 000867726.1 . . . 69
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NTDB id 615 LCA RS02545 WP 011374200.1 VEGDW|BYT V| CHLFElNIPKTEHA Q 154
NTDB id 593 KW2 RS05130 WP 021037147.1 REIR Y FNH LIZOEINYEK . . TY|H WGLTQEK S 158

.. Q Q 147
MRDVLKWRGQLTPFQEKVSEGLLQAVDKQKP LVHAVTGAGKTEMIYQVVAKVINAGGAVCLA 147
MADVLKWRGQLTPFQEKVSEGLLQAVDKQKP LVHAVTGAGKTEMIYQVVAKVINAGGAVCLA 147
MRDVLKWRGQLTPFQEKVSEGLLQAVDKQKP LVHAVTGAGKTEMIYQVVAKVINAGGAVCLA 147
ADVLKWRGQLTPFQEKVSEGLLQEVDKQKP LVHAVTGAGKTEMIYQVVAKVINAGGAVCLA 147
LVHAVTGAGKTEMIYQVVAKVINAGGAVCLA 147

NTDB id 174466 A2G56 RS04930 WP 062712455.1
NTDB id 277 KZH43 RS10090 WP 000867601.1
NTDB id 236 SPD RS10765 WP 000867601.1

NTDB id 202 SPR RS10250 WP 000867601.1

NTDB id 167 SP RS11275 WP 000867616.1

NTDB id 507 SM12261 RS09240 WP 000867722.1

NTDB id 535 SMSK321 RS10515 WP 000867726.1 .. 147
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NTDB id 615 LCA RS02545 WP 011374200.1 PR EWVCLELY)QJRL QLYNF ' s TIHIL HGE EPYRRTWNLV [OTTHQLLKFYRIAFDjy IVDEVDAFP VDNPLESWNA V) 234
NTDB id 593 KW2 RS05130 WP 021037147.1 Q . Ne EYFR PLVVEIT HQLL FE{ AFDLLI DEVDAFP RIDNBMLY)gA |aN 236
NTDB id 174466 A2G56 RS04930 WP 062712455.1 RIREAACHRNRAGANSAIIFSIOE . NSEPYEAPLVVATTHQLLKFYRIFDL VDEVDAFPYVDNUGIL Y)AVKH 225
NTDB id 277 KZH43 RS10090 WP 000867601.1 SPRIDVCLELYKRLQQDF SC[em BSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS 225
NTDB id 236 SPD RS10765 WP 000867601.1 SPRIDVCLELYKRLQQDF SC[em BSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS 225
NTDB id 202 SPR RS10250 WP 000867601.1 SPRIDVCLELYKRLQQDF SC[e® NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS 225
NTDB id 167 SP RS11275 WP 000867616.1 SPRIDVCLELYKRLQQDF SC{em BSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS 225
NTDB id 507 SM12261 RS09240 WP 000867722.1 SPRIDVCLELYKRLQIDF Cj3% BSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS 225
NTDB id 535 SMSK321 RS10515 WP 000867726.1 SPRIDVCLELYKRLQIDF Cjo BSEPYFRTPLVV TTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS 225
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NTDB id 615 LCA RS02545 WP 011374200.1 313
NTDB id 593 KW2 RS05130 WP 021037147.1 303
NTDB id 174466 A2G56 RS04930 WP 062712455.1 Q 305
NTDB id 277 KZH43 RS10090 WP 000867601.1 GELKRLNLPRRFHGNPLIIPKPIWLSDFNRYL KWRLSPKLKSYIEKQRKT 305
NTDB id 236 SPD RS10765 WP 000867601.1 GELKRLMWLPRRFHGNPLIIPKPIWLSDEFNRYL KWRLSPKLKSYIEKQRKT 305
NTDB id 202 SPR RS10250 WP 000867601.1 GELKRLWLPRRFHGNPLIIPKPIWLSDFNRYL KNRLSPKLKSYIEKQRKT 305
NTDB id 167 SP RS11275 WP 000867616.1 GELKRLMWLPRRFHGNPLIIPKPIWLSDEFNRYL KWRLSPKLKSYIEKQRKT 305
NTDB id 507 SM12261 RS09240 WP 000867722.1 VKENGLRIFLTATSTBMELD KVR GELKRLEJLPRRFHGNPLIIPKP WLSDFN [§L KFRLSPKLKSYIEKQRKT 305
NTDB id 535 SMSK321 RS10515 WP 000867726.1 VKENGLRIFLTATSTBELD KVR GELKRLBJLPRRFHGNPLIIPKP WLSDFNRYL K|S®LSPKLKSYIEKQRKT 305
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IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS
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