logo

NTDB id 174460 A2G56 RS03815 WP 062709264.1
NTDB id 262 KZH43 RS08770 WP 001036779.1
NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 174460 A2G56 RS03815 WP 062709264.1
NTDB id 262 KZH43 RS08770 WP 001036779.1
NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 174460 A2G56 RS03815 WP 062709264 .1
NTDB id 262 KZH43 RS08770 WP 001036779.1
NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 174460 A2G56 RS03815 WP 062709264.1
NTDB id 262 KZH43 RS08770 WP 001036779.1
NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

AL, TS oo I PRI SHER SRLENLD

IRTIRVLGLVA[ENDKLPDDNPIEWENLAQVVTNESINQEIMARSNGS S ANEL T)SI0|EIWREAARYP
MNP SAPNSPKTNLSQKKQASEAPSQALAESVLTD

ML

MAKPYYS|QESSKSAIS|HRA
..... MNKKTRQTLIGLLVLLLL S A

s

I

KA

|

VKISR [e8)| IWNG GAFI NNKTNLDAWVSSEYPYMDNKTKRV[MEEYVPTVANA LSK[ RQY RIFATGNGSTSWEPE
AVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPP
AVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPP

VAT IRV ALCTRRGE 1.

AVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPP

AVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPP
NI L Y

SO STATR L ALY AITA AR SRR N

GWHQV [GLIZGeYINHA DRGHL GYALEGH IMGFDIZSE\SNPKNIAVQTAW NQAI} B¥NSTGQNY E [N

GWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRY]
GWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRY]
GWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRY]

GWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRY|
P Poebok Dok D s DO DD Do b DD Dk I EEENEE TN

297
RVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ.... 274
RVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVT (s 274
RVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVT (s 274
RVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVT () s 274

ENEE P bk DL DL b DU DD b DL Dok Dok b b s b |0

X non conserved
B similar
>50% conserved

160
140
140
140
140

240
220
220
220
220



