
logo

MFKI FKRLNAKEWGMI
V
A
LLSTAVF ICLAVWMDI

L
A
KTPESYMSDNITKTLLQETKGTTATSDIMDEPGSWKMLAMF

LSFLGSFFVMAVCLVGFLAAS
NTDB id 174459 A2G56 RS03505 WP 062712424.1 ..............MIALSTVFICLAVWMDIATPSYMSDITKLLQEKGTTTSDIMEPGWKMLALSLGSFVMAVCVGFLAA 66
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus **************!* !!! !!!!!!!!!* !! !!! !! !!! !!!! !!!!*!! !!! ! !!! !!!*!!!!!

logo RTAASFTTRLRSDI FNQRVMDNYSDEAE IKKQFS IVPSLLTRTTNDLTQLQI LMITVMGMQVVTRGP IMAVWALTKIWGKSDSEWTGWAS
NTDB id 174459 A2G56 RS03505 WP 062712424.1 RTAASFTTRLRSDIFNQVMNYSDAEIKQFSVPSLLTRTTNDLTQLQILITMGMQVVTRGPIMAVWALTKIWGKSSEWTWS 146
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus !!!!!!!!!!!!!!!! !! !!*!!!! !!*!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!! !!!

logo VGVI
VAVAL IVVFMI

L
L
MLASTVLLMF

I
F
VAFPRLQQRKQVQRSLYTDAGLNASTMTRE I

SLSTGI
VRVLVRAYNAEDYQDATKFKSAREQNKVANLTKRLNLFLVSYRLFMASL

NTDB id 174459 A2G56 RS03505 WP 062712424.1 VVIAVAVVMLLLATLLIFAFPRLQKVQRYTDGLNATMREILSGIRVLRAYNAEDYQDAKFSAQNVALTRLNLFVSRLFAL 226
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus ! *!! *! **! !* !!!! !! !!*!! ! !! !*!*!!*!!!!!!!!!! !! ! !!*!!! ! !! !

logo MNPVMTVVSSGLTLAIYW IGAQYLMI
L
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N
D
GIKVIPTMTSRVATAAI
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A
G
A
S
I
V
A
QDRI STVFSDMVVFSSYAMQVVMVGFMMMVAI F I I LPRALV

NTDB id 174459 A2G56 RS03505 WP 062712424.1 MNPVMTVVSSGLTLAIYWIGAQMIDGIVITMTSRAAAIASVQDRITVFSDMVVFSSYAMQVVMGFMMMVAIFIILPRALV 306
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus !!!!!!!!!!!!!!!!!!!!! ** ! !*!!! !! * * !!!*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!

logo SAGKR I ENEVLASLENPSSVHSFKNEKKYSTKTAVDKNTADRTKGEVEFYHRDNVSFKRYSTEKDNSDRAVI EHNVSFKSAKSAGEQTI
VAF IGSTGSGKSTTLVNL ILPR

NTDB id 174459 A2G56 RS03505 WP 062712424.1 SAGRIEEVLSLEPSVSFNKKTTVKTDTKGEVEYRNVSFKYTEDSDAVIENVSFKASAGQTIAFIGSTGSGKTTLVNLLPR 386
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus !! !! !!! ! *!!*! * !!!!!** !!!*!* ! !!!!*!!! ! !! !*!!!!!!!!!!*!!!!!*!!

logo FYDAVTAEGQWIKL IDGIDKI
V
K
QDYSHDEDELNNKVGYIPQKRAVLFSGTIRSNI

M
A
TFGEQSDSQAPQLDDAAKIWDEALELAQAKANFVEQESKEEKG

NTDB id 174459 A2G56 RS03505 WP 062712424.1 FYDVTAGQILIDGIDIKDYSHEELNNKVGYIPQKAVLFSGTIRSNMTFGESSQAQLDDAAIWDALELAQAKAFVQSKEEG 466
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
consensus !!! ! ! ! !!!! * !!!!**!!!!!!!!!!*!!!!!!!!!!!* !! ! !!*!!!! !!*!!!!!!!! !! !! !

logo LDETEVAQGGTNFSGGQKRQRLAIARALARKPE I L I FDDSFSALDYKTDRI
TLRKNADLASEKKTKSEQMVTKL IVAQR I

VSTIMDADHQI L
NTDB id 174459 A2G56 RS03505 WP 062712424.1 LETEVAQGGTNFSGGQRQRLAIARALARKPEILIFDDSFSALDYKTDRTLRKALSEKTSQVTKLIVAQRVSTIMDADQIL 546
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
consensus !*!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! ! !! *!!!!!!!!*!!!!!!!*!!



logo VLDQGKVVGQGSTHKQDELLANNDVI
VYQE IAYSQLSKEELEKGNEGKN

NTDB id 174459 A2G56 RS03505 WP 062712424.1 VLDQGKVVGQGSHQDLLANNVVYQEIAYSQLSKEELKGEN 586
NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!!!!!!!!!!*! *!!!!! *!!!!!!!!!!!!!!
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