
logo

MEF
M
A
L
V

S
G
I
N
G
R
V
T
K
N
I
D
M
T
V

M
P
T

R
V
H
K
YCSFCNGEKVNEQNDPEQVRKRKI LIANGENDNDGAVF ICDENYECVAEGLASYQSE I IKRYGEEELKAEFEKVELPKQSHNATDELFSTKEDVI

P
T
KPKELKLAYI L

NTDB id 1475 Cj0275 YP 002343717.1 MEFLSIGVKIMPRKCSFCNEVENPQRRILANENDDAFICEYCVEGAYSIIYGEEKEFKEPKQSHNTEFKDITPKELKAYL 80
NTDB id 174454 A2G56 RS01620 WP 062708093.1 ..MVGNRTNDTMVYCSFCGKNQDEVKKIIAG..NGVFICDECVALSQEIIKEELAEEVL.....ADLTEVPKPKELLAIL 71
NTDB id 379 SMU RS04375 WP 002262816.1 ..MAGNRTNDVTVHCSFCGKNQDEVKKIIAG..NGVFICNECVELSQEIIREELAEEVL.....ADLSEVPKPKELLAIL 71
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NTDB id 1475 Cj0275 YP 002343717.1 DRYVIGQDRAKKVFSVGVYNHYKRLFKAELQ.DDDTELFKSNILLVGPTGSGKTLLAQTLAKFLDVPIAICDATSLTEAG 159
NTDB id 174454 A2G56 RS01620 WP 062708093.1 NQYVVGQDRAKRALAVAVYNHYKRISFTESRDEEDVVLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATSLTEAG 151
NTDB id 379 SMU RS04375 WP 002262816.1 DSYVIGQDRAKRALAVAVYNHYKRISFTESQDDQDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAG 151
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NTDB id 1475 Cj0275 YP 002343717.1 YVGEDVENILTRLLQAADGDVQRAQKGIVFIDEIDKIARMSENRSITRDVSGEGVQQALLKIIEGSLVNIPPRGGRKHPN 239
NTDB id 174454 A2G56 RS01620 WP 062708093.1 YVGEDVENILLKLIQAADYNVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPS 231
NTDB id 379 SMU RS04375 WP 002262816.1 YVGEDVENILLKLIQAADYNVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPQ 231
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NTDB id 1475 Cj0275 YP 002343717.1 QEFIQIDTSNILFVCGGAFDGLETILKRKLGDKVVGFFDDAKE..ENKALLEKIEPDDLVHFGLIPELIGRLHVIASLNE 317
NTDB id 174454 A2G56 RS01620 WP 062708093.1 QEMIQIDTKNILFIVGGAFDGIEEIVKQRLGEKIIGFGQNSKKVSDDSSYMQEIIAEDIQKFGLIPEFIGRLPVTAALEQ 311
NTDB id 379 SMU RS04375 WP 002262816.1 QEMIQIDTKNILFIVGGAFDGIEDIVKQRLGEKIIGFGQNNKKIDDQSSYMQEIISEDIQKFGLIPEFIGRLPVLAALEQ 311
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NTDB id 1475 Cj0275 YP 002343717.1 LNEEDMVRILTEPKNAIIKQYQKLFAIDGVNLKFEEDALRAIAQLALERKTGARGLRSIIEEMMVDLMFELPEYKDYDIV 397
NTDB id 174454 A2G56 RS01620 WP 062708093.1 LTVNDLILILTEPKNALVRQYETLLSYDNVELAFDREALEAIAAKAIERKTGARGLRSIIEETMMDIMFEVPSQEDVKRV 391
NTDB id 379 SMU RS04375 WP 002262816.1 LTVDDLVKILTEPKNALVKQYQTLLSYDGVELEFDQEALQAIAQKAIERKTGARGLRSIIEETMLDLMFEIPSQEDVTCV 391
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NTDB id 1475 Cj0275 YP 002343717.1 I.TKEVVKDNAKALLIKRKIS 417
NTDB id 174454 A2G56 RS01620 WP 062708093.1 RITKDAVDGTGQPILETA... 409
NTDB id 379 SMU RS04375 WP 002262816.1 RITKKAVEGTDKPILETAS.. 410
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