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NTDB id 174430 A1140 RS04075 WP 115890392.1 MQKIFLL.LLYAGFSTHQIQKIERLMPNMLNPPYAFSKFQKIRSLF..NHNPDIQKKFQLLEQLNYDVILDDLRQKNIKV 77
NTDB id 40 MW RS06080 WP 000593192.1 MIKLFLLKLYWAHFSTKQIHQFLMAYPNVIKEEGRKKD.SYLCEWVNREENVHLLRKYYAFIKLDHNDIIKELQKLKVSY 79
NTDB id 25 SA RS06185 WP 000593194.1 MIKLFLLKLYWAHFSTKQIHQFLMAYPNVIKEEGRKKD.SYLCEWVNREENVLLLRKYYAFIKLDHNDIIKELQKLKVSY 79
consensus !*!*!!!*!**!*!!!*!!*******!!********** ***********!* ***!******!****!***!*******

logo

V
I
D
T
M
Y
T
M
S
D
T
S
Y
EYPHVLLKE I FYDQPFPYLVLLFCYKGNLIQKLLINHNTMNQHTHLSAI

VVGARMDHSTASYTTQQASLEYFLFLPSYNFDAKTSKKYL ITIVSGLASQGTADALMA
NTDB id 174430 A1140 RS04075 WP 115890392.1 VDMTSTYYPHLLKEIFDPPYVLFCKGNLQLLNHTNQTLSIVGARMHTAYTTQALEYLFPYFATKKLIIVSGLASGTDALA 157
NTDB id 40 MW RS06080 WP 000593192.1 ITYMDSEYPVLLKEIYQFPLLLFYKGNIKLINNM.HHLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSGLAQGADAMA 158
NTDB id 25 SA RS06185 WP 000593194.1 ITYMDSEYPVLLKEIYQFPLLLFYKGNIKLINNM.HHLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSGLAQGADAMA 158
consensus *******!!*!!!!!***!**!!*!!!**!*!** **!**!!!!**!*!!*!*!!*!******!*!*!!!!!!*!*!!*!
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NTDB id 174430 A1140 RS04075 WP 115890392.1 HQYAISHHLSTIGVLAFGHDHHYPQNTKHLRKQIEKMSLTVSEYPPHTPPSRYRFPERNRIISGVSKGVFVTEAKEKSGA 237
NTDB id 40 MW RS06080 WP 000593192.1 HQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLITEAKEQSGS 238
NTDB id 25 SA RS06185 WP 000593194.1 HQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLITEAKEQSGS 238
consensus !!*!****!*!!*!!!!!!**!!!**!**!!**!!***!**!!!!!!!!***!!!!!!!!!!!!*!!!!**!!!!!*!!*
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VVLGNAANDI LFKEDYEYI
NTDB id 174430 A1140 RS04075 WP 115890392.1 LITIDQALEQNRNVYVLPGTMFDTHTKGNLMRAKEGAEIVLGAADILKDYE. 288
NTDB id 40 MW RS06080 WP 000593192.1 HITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI 290
NTDB id 25 SA RS06185 WP 000593194.1 HITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI 290
consensus *!!!!*!!!!!!!!!!!!!*!!***!!!!!*!**!!!**!!*!*!!**!!**
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