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NTDB id 174262 B37 RS14910 WP 009329509.1 MKFSLKIISVILVCLSFIYSCYVVYICYNNLFVGAYLKYNSDNQLVVDYIQEDSLADYTGLKAGDIILEVNNKKPSKDQPKNSIL 85
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHLKWGYL 85
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NTDB id 174262 B37 RS14910 WP 009329509.1 ANVSSLSIERNGQIITTDTRDTII..SYDILFTVLIPIVFYLLCLLCVILILKSKKKQ..TSSFLLILFLLTVSIAYVSAGGVSR 166
NTDB id 91 BSU 31690 NP 391047.2 SHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISIAYISAGGPFR 170
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NTDB id 174262 B37 RS14910 WP 009329509.1 GNVFSRYVNLLTFISIPISYLHFIYQYFKEIGRKLCSNKVFFFYLLPVLNLVLEIFSGTFEKLNGPIPYINLYSFFMGLVLVISV 251
NTDB id 91 BSU 31690 NP 391047.2 GHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFL.NRISFLYIIPIFNLGIEFFQDYLQVDIDFLATLNLVSFATLTLFSFSA 254
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NTDB id 174262 B37 RS14910 WP 009329509.1 FVYGMVKHKNTEQTYFLKMLMLGNFFAVFPFIAFYVIPVLVIDDFIYSAAVVAPFLLIIPFTLVYLFISNKMYDVEFLIGRLKYY 336
NTDB id 91 BSU 31690 NP 391047.2 IYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVYQFVANKMFDIEFILGRMRYY 339
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NTDB id 174262 B37 RS14910 WP 009329509.1 GLLAIIPTIIMVSTVKLMKFQEGDYYDARLAIYVYLIILGVFYLKEILDYRFRLKRFSEKYNYQDSIFKFTQTIRTHSSLNQVLL 421
NTDB id 91 BSU 31690 NP 391047.2 ALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEKFNYQDSIFKYTQLMRGVTSLQQVFK 424
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NTDB id 174262 B37 RS14910 WP 009329509.1 ELKQTILDVLIVSQAHVLKVKSDGTISLLEEDAKEYPWIPYEQEVTKVITDIGKIVEVDRGFLIKIGERGGTSYVMLCLSVLNTP 506
NTDB id 91 BSU 31690 NP 391047.2 ELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGKIIEVNQGFLMKVGERGGSSYVLLCLSNINTP 509
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NTDB id 174262 B37 RS14910 WP 009329509.1 RLTRDEISWLETLAFYTSVSLENVLKIGELMEHLENVKKEGPNPAWLNKLMFAIEEKQRSDLARDLHDSVLQDMISLKHQSEMFL 591
NTDB id 91 BSU 31690 NP 391047.2 RLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFL 594
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NTDB id 174262 B37 RS14910 WP 009329509.1 ADFEKD.KVCTNQIRQRLINMNEQMSAVIQTTRETCQELRPQLLYDLGLVKALSKLAAQHQESSSIDKIRLNTERFSKVLDLDTQ 675
NTDB id 91 BSU 31690 NP 391047.2 GDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYDLGLVKALSKLVAQQQERVP.FHIRLNTGRFTASLDLDSQ 678
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NTDB id 174262 B37 RS14910 WP 009329509.1 LNLYRIVQELLSNAVKHSRANEVLIMLVCIKEKVVLHYEDDGIGVDPDKLYQNSASMGLSGIRERVRALNGSLDIQTAEGKGFRV 760
NTDB id 91 BSU 31690 NP 391047.2 LNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKA 763
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