
logo MIRYPNGKSTFYQPKHTASAVSSQNSLQKQKRAKPSYSNRGMTLEDDLNETNKMYYLQSTHNQS IAVIHKKPTPVQIVNQVDHYPKRSAAVIKEAYFKQSS
NTDB id 174152 B34 RS04595 WP 003182896.1 MIRYPNGKSYQPKTAASS...LQKKPSYSNRGMTLEDDLNETNMYYQSHSIAVIHKKPTPVQIVQVDYPKRSAAVIKEAYFKQSS 82
NTDB id 117 BSU 22310 NP 390112.1 MIRYPNGKTFQPKHSVSSQNSQKRAPSYSNRGMTLEDDLNETNKYYLTNQIAVIHKKPTPVQIVNVHYPKRSAAVIKEAYFKQSS 85
consensus !!!!!!!!**!!!* !!*** * !!!!!!!!!!!!!!!!!! !! ** !!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!

logo TTDYNGI
VYKGRYIDFEAKETKNSKRTSFPLQNFHDHQI EHMKQVKVAQDGICFVI I SAFDEEQI

VYFLEADEKLFYFWDERKEKKQNGRKS IRKD
NTDB id 174152 B34 RS04595 WP 003182896.1 TTDYNGVYKGRYIDFEAKETKSRTSFPLQNFHDHQIEHMKQVVAQDGICFVIISAFEEIYFLEAEKLFYFWERKKQNGRKSIRKD 167
NTDB id 117 BSU 22310 NP 390112.1 TTDYNGIYKGRYIDFEAKETKNKTSFPLQNFHDHQIEHMKQVKAQDGICFVIISAFDQVYFLEADKLFYFWDRKEKNGRKSIRKD 170
consensus !!!!!!*!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!* *!!!!!*!!!!!!*!! !!!!!!!!!

logo ELEQEATAHYP I SLGYASPR IDYIKS I IDEQLYFSPSSGAKG
NTDB id 174152 B34 RS04595 WP 003182896.1 ELQEAAHPISLGYSPRIDYIKIIDQLYFSPS..... 198
NTDB id 117 BSU 22310 NP 390112.1 ELEETAYPISLGYAPRIDYISIIEQLYFSPSSGAKG 206
consensus !! ! !*!!!!!! !!!!!! !!*!!!!!!!*****
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