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NTDB id 98 BSU 24710 NP 390351.1 ... ... ... gk FTLVEML L CE

NTDB id 174123 CKU RS07350 WP 000472255.1  .......... BN (KINNAFTL EML L

NTDB id 32 MW RS07995 WP 000472256.1  .......... BN AKINNAFTL EML L

NTDB id 16 SA RSO07765 WP 000472256.1 .......... BN AKINNAFTL EML L

NTDB id 588 KW2 RS10845 WP 051303741.1 MSKALSLVKIHGRK|HCQK)YQIC: NSRS A L INAAVVKVVESQA LY)X

NTDB id 460 GPW51 RS00790 WP 011921720.1  ........... WMNKVK FTLVEMLVVLEIIS L LLFVPNL @QK A AAVVKVVESQELY

NTDB id 431 SGO RS09410 WP 012130940.1  ........... 1998 VKAFTLVEMLVVLLIIS L LLFVPNLTKQK IWAAVVKVVESQAELY)X

NTDB id 502 SM12261 RS00955 WP 000738641.1 ....... IQWAKVKAFTLVEMLVVLLIIS L LLFVPNLTKQK IMAAVVKVVESQAELYHS

NTDB id 162 SP RS10370 WP 000738627.1 ....... IQWAKVKAFTLVEMLVVLLIIS LIALLFVPNLTKQK IMAAVVKVVESQAELYH

NTDB id 272 KZH43 RS09255 WP 000738626.1  ....... IQWAKVKAFTLVEMLVVLLIIS LIRLLFVPNLTKQK IMAAVVKVVESQAELYHN

NTDB id 231 SPD RS09885 WP 000738626.1 ....... IQWAKVKAFTLVEMLVVLLIIS LIALLFVPNLTKQK IMAAVVKVVESQAELYH

NTDB id 197 SPR RS09420 WP 000738626.1 ....... IQUAKVKAFTLVEMLVVLLIIS LIgQLLEFVPNLTKQK IMAAVVKVVESQAELYH

NTDB id 530 SMSK321 RS09230 WP 000738643.1 ....... IQWAKVKAFTLVEMLVVLLIIS L LLFVPNLTKQK INAAVVKVVESQAELYHS

consensus *3k k% * I O R e I A B A | kokok DD kokokokokokskokok k1 skokokskokok Doksk I skkokkx | * * %k %

g

JEY. o NeapRiNR

IRR =S =

NTDB id 98 BSU 24710 NP 390351.1 ©YMKKDAV.CPNGKRIIITGEEVK\EH 98
NTDB id 174123 CKU RS07350 WP 000472255.1 KIZARKTCKSGESITISN@GE . AYAN 103
NTDB id 32 MW RS07995 WP 000472256.1 KIZAMKTCKSGETITISN@E . AWJAN 103
NTDB id 16 SA RS07765 WP 000472256.1 KIZARKTCKSGETITISNEE . AJJAN 103
NTDB id 588 KW2 RS10845 WP 051303741.1 KNVTAFDD{YDQEXNEQRNFDD 116
NTDB id 460 GPW51 RS00790 WP 011921720.1 KOEYKQMATAKK 93
NTDB id 431 SGO RS09410 WP 012130940.1 KOVAD SMK AF{YGKEINSETQAAN 105
NTDB id 502 SM12261 RS00955 WP 000738641.1 EMEKAMKENMHAKRNTSQTVAD. 107
NTDB id 162 SP RS10370 WP 000738627.1 ERVAK AMKEMNDKNGGENRKLND 108
NTDB id 272 KZH43 RS09255 WP 000738626.1 EMEYK AMKENMHDKNGGENRK|YND 108
NTDB id 231 SPD RS09885 WP 000738626.1 ERVAK AMKEMHDKNGGEBNRKLND 108
NTDB id 197 SPR RS09420 WP 000738626.1 ERVAK AMKEMHDKMNGGENRKLND 108
NTDB id 530 SMSK321 RS09230 WP 000738643.1 EMEKAMNENYAKNGGENRKYND 108
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