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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 174029 A0T30 RS14360 WP 061904707.1 MRTGMFALAAGLACLPLLPQLPPTWLLLALLPLALMLLP.....W.......RSYPLALLLFGFVWACFSAQAALDDRLA 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLP.....F.......RWRPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 174029 A0T30 RS14360 WP 061904707.1 MALDGRTLWLEGRVSGLPEVGEGVVRFQLEDAA.AREQRLPQRLRLSWYDG....................PPVRAGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYGG....................PEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 174029 A0T30 RS14360 WP 061904707.1 RLAVKLKRPRGLVNPQGFDYEAWLLAQRIGATGTIKAGERLQAAS............GTAAWRDALRQELLAVEAF.GRA 194
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAH.GRA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 174029 A0T30 RS14360 WP 061904707.1 GALAALVLGDDSGLSRTDWRVLQDTGTVHLLVISGQHVALLAALLYALVAG.......LARLGLW..PRFLPWLPWACTL 265
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLL.......LARWGIW..PQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 174029 A0T30 RS14360 WP 061904707.1 AFVGALGYGLLAGFEVPVRRACVMVALVLLWRLRFRHLGLWWPLLLAFVLVLLIEPLASLQAGFWLSFGAVAVLAWVFG. 344
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR. 344
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 174029 A0T30 RS14360 WP 061904707.1 ......GRLGAWSW.......WRVWWRAQWTLALGLLPLFFALGLPLSLSGPLANLLAVPWVSLLVVPLALLGTLLLPVP 411
NTDB id 1199 PSJM300 12650 AFN78592.1 ......GRLGVPSW.......WRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 174029 A0T30 RS14360 WP 061904707.1 WLGEGLLWLAGGLLAILFQLLGWIASALPAWLPTAVPLWCWLLGSLGVLLCLLPAGVP...LRALGLVLLLALLLPPRER 488
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 174029 A0T30 RS14360 WP 061904707.1 IPAGQAQVWQLDVGQGLAVLVRTREHALLYDAGPRFGDF.DLGERVVLPSLRQLGVDRLDLLLLSHADSDHAGGAEAVIR 567
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
consensus ** ! * ** *!*!!!***!!*!**!*!!*!*!!!*!!* !***!!**!*!!**!****!****!!*!!!!!!!******

logo

A
G
V
M
T
PVAGRARTMVTLASSGLEAPAEPEGRHGLERQARLAPALRGAI

L
D
E
Q

P
A
A
Q
R

G
SCRVADTGAQRWTAWNDQGVANVFESTI

T
V

L
W
Y
R
P
W
P
R
V

D
Q
VPSDRAAPTVNPSSGNQARASCLVLKMRI

V
A
E
N
A
Q
A
R
G
Y
E
A
R
S

A
L
M
LLAT

NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 174029 A0T30 RS14360 WP 061904707.1 GMTVARVTSGEAAE.......LPRALQAQSCVDGARWAWDGVVFTTWRWRD......APPGNAASCLLKVEAQGESLLLT 634
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWNQVNFSVWRWPQ......ATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 174029 A0T30 RS14360 WP 061904707.1 GDVDAAAEKALLASG..RDLRARWLQVPHHGSRSSSSAAFLDAVAPHGALLSRGWHNPFGHPYPGVVARYHARGIALYDS 712
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 174029 A0T30 RS14360 WP 061904707.1 AELGAIRLQLG..AVRGISAWRERPRFWREK................. 741
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLG..AFGGARRMRDEPRFWREK................. 741
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