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NTDB id 173895 AB684 RS17100 WP 026080865.1 SSIKLFNLVSFLVVTIIAFALIIYGVIKNKASEQAYFLRILVITNFVAFIPFLIFYVIPYVFIGDYIFPAMFVVPFLLII 317
NTDB id 91 BSU 31690 NP 391047.2 DFLATLNLVSFATLTLFSFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLI 313
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NTDB id 173895 AB684 RS17100 WP 026080865.1 PFSLVYQFIATKIYDIEFLLGRFKYYGLLAILPSLTAVGVFTLTQELSNSLNTVKNTIFIYFIMLGVFYLKEILDFRFRL 397
NTDB id 91 BSU 31690 NP 391047.2 PFGLVYQFVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRL 393
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NTDB id 173895 AB684 RS17100 WP 026080865.1 AWLNKLMFAIEEKQRSDLARDLHDSVLQDMISLKHQSEMFLADFEKD.KVCTNQIRQRLINMNEQMSAVIQTTRETCQEL 636
NTDB id 91 BSU 31690 NP 391047.2 IWLKKLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHEL 633
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NTDB id 173895 AB684 RS17100 WP 026080865.1 RPQLLYDLGLVKALSKLAAQHQESSSIDKIRLNTERFSKVLDLDTQLNLYRIVQELLSNAVKHSRANEVLIMLVCIKEKV 716
NTDB id 91 BSU 31690 NP 391047.2 RPQLLYDLGLVKALSKLVAQQQERVP.FHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKI 712
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NTDB id 173895 AB684 RS17100 WP 026080865.1 VLHYEDDGIGVDPDKLYQNSASMGLSGIRERVRALNGSLDIQTAEGKGFRVAIEMGL 773
NTDB id 91 BSU 31690 NP 391047.2 VLHYEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
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