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NTDB id 173778 AOW33 RS08295 WP 068837716.1 9 A FEER NEEEIA]V QRIEEVTP T THWK VGES TAQV S NEZK S 80
NTDB id 125 BSU 00870 NP 387968.1 MAKK - I{F 'CQEJCGY[ASPK | /G CP[CG Wi HIVEE  np SN INIFRYY |30 - s Ma 0] PR3 SEEPIIVIGMIL 7
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS L A MMNKTKPMKLAEVTSINVNRTKTEM 74
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV S L s MK TKPMKLAEVTSINVNRTKTEM 74
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS L A MK TKPMKLAEVTSINVNRTKTEM 74
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV S L s BKTKPMKLAEVTSINVNRTKTEM 74

NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV S L s BKTKPMKLAEVTSINVNRTKTEM 74
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS L. BKTKPMKLAEVTSINVNRTKTEM 74
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NTDB id 173778 AOW33 RS08295 WP 068837716.1 EMNRVLGGG VPGS VLIGG PGIGKSTL LQ LGG VLYVSGEESQQIK RENNANT AQTIIEIC 158
NTDB id 125 BSU 00870 NP 387968.1 EFNRVLGGGVV.GSLVLIGGDPGIGKSTLLLQVSQLS VLY SGEESQKLRA ANE T NNP SLHML SN 157
NTDB id 279 KZH43 RS00140 WP 074017595.1 EEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQ 153
NTDB id 238 SPD RS00140 WP 074017595.1 EEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVRAGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQ 153
NTDB id 204 SPR RS00140 WP 074017595.1 EEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVRAGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQ 153
NTDB id 169 SP RS00155 WP 074017595.1 EEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQ 153
NTDB id 509 SM12261 RS00130 WP 078228442.1 EEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVRAGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQ 153
NTDB id 537 SMSK321 RS07120 WP 080550752.1 EEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQ 153
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NTDB id 173778 AOW33 RS08295 WP 068837716.1 VEIR RIPMYLIIDSIQT HlSFE G AR CINNAN L. K FINSESGTPRS 238
NTDB id 125 BSU 00870 NP 387968.1 237
NTDB id 279 KZH43 RS00140 WP 074017595.1 SVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTYV] 233
NTDB id 238 SPD RS00140 WP 074017595.1 SVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTYV] 233
NTDB id 204 SPR RS00140 WP 074017595.1 SVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTYV] 233
NTDB id 169 SP RS00155 WP 074017595.1 SVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTYV] 233
NTDB id 509 SM12261 RS00130 WP 078228442.1 SVR.EVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTV 233
NTDB id 537 SMSK321 RS07120 WP 080550752.1 SVRAEVER.IQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTV 233
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NTDB id 173778 AOW33 RS08295 WP 068837716.1 |HQuACINN:(MyUMENRNHT TGN AE NS SNens 318
NTDB id 125 BSU 00870 NP 387968.1 LYFEGERHHTFRILRAVKNRFGSTNE GIFEMIARAGLPEVLNPS FLEEREJAG AGSSIYY) MEGTRPILYE QAL 317
NTDB id 279 KZH43 RS00140 WP 074017595.1 LYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTP 313
NTDB id 238 SPD RS00140 WP 074017595.1 LYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTP 313
NTDB id 204 SPR RS00140 WP 074017595.1 LYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTP 313

NTDB id 169 SP RS00155 WP 074017595.1 LYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTP 313
NTDB id 509 SM12261 RS00130 WP 078228442.1 LYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTP 313
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GLTGE RR.V.RIEQR EAAKLGF I PLGTPKI . l l 458
GLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQ. . 453
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