
logo MKNRQHKMVI IFKRKQLMFNS ISVMCGLTVAGSRVI
L
V
G
AIALI LAYIGLALMI FWSMTA

Q
SLSLMPSV

A
L
Y
A
A
L
S
L
S
K
A
A
D
Q
A
N
V
A
D
T
S
I
M
L
E
I
T
D
K
S
N
L
I
V
D
S
K
V
F
P
V
A
S
L
M
A
N
S
P
Q

I
L
A
P
E
G
D
E
N
Q
G
R
L
T
V
R
E
L
V
I
K
T
D
R
L
M
F
V
K
M
QFDSNEKGLPVLPAKPQAELQPRTAQGSAFYI

T
Q
I
T
L
Q
E
R
K
N
QPPSAR I

L
A
V
I
V
LDLFKPID

NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKI............IAILILISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFI 68
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKI............IAILILISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFI 68
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGT..VA....YAIMQ....VASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFD 69
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGA..VA....IAIMQ....AASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFD 69
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGA..VA....IAIMQ....AASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFD 69
NTDB id 173635 ASQ50 RS15200 WP 227513186.1 ...MFKKLNVCVGVIA....IGLWT....SLASAVTLEDVSFSSLPGERLEVTMKFDGPPP.EPTGYTIERPARIAVDLK 68
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .......MNSGLSRLGIALLAAMFA....PALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLP 68
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 STDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKEV......... 139
NTDB id 1284 ACE17W RS12370 WP 010946666.1 STDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKEV......... 139
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KAGQKL..AKSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTATPV..........AT. 136
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KAQQGL..KQSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNKPL..........PV. 136
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KAQQGL..KQSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNKPL..........PV. 136
NTDB id 173635 ASQ50 RS15200 WP 227513186.1 DTTSGL..NQRSIPLGSGNAQSVTVVETKDRTRLIFNLVELTPHETVRQNNSLVMTIGGASGAPATAATSQQR....... 139
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 ....FITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQI 215
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ....FITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQI 215
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ........SAPAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVAS 208
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ........VS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSS 207
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ........VS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSS 207
NTDB id 173635 ASQ50 RS15200 WP 227513186.1 ....QSGSTAAASSSALAGVDFRRSKEGEGRVIVDLGNASAAVNLSEQAGRIRLTMPGLDVPSELRRRLDVTDFATPVTR 215
NTDB id 1193 PAKAF RS26665 WP 003161249.1 YAQPIKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQF 226
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 ITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGI 295
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGI 295
NTDB id 1009 ACIAD RS15175 WP 004923730.1 IDSYNDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNI 287
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGI 286
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGI 286
NTDB id 173635 ASQ50 RS15200 WP 227513186.1 IDTFVEDGNAVVEIRPEGNYDYIAYQSGREFTVSVEQLTEEEAETRREEKFPYTGDKLSLNFQDIEVRSVLQLIADFTGL 295
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VNASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDL 306
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 NMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINY 375
NTDB id 1284 ACE17W RS12370 WP 010946666.1 NMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINY 375
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKY 367
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKY 366
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKY 366
NTDB id 173635 ASQ50 RS15200 WP 227513186.1 NLVASDTVGGSITLRLQNVPWDQALDLILKTKGLDKRQIGNVLLVAPAEEIAARERLELETNKQIAELAPVRLDIIQVNY 375
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNY 386
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 AKAADIAVLIKDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELI 424
NTDB id 1284 ACE17W RS12370 WP 010946666.1 AKAADIAVLIKDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELI 424
NTDB id 1009 ACIAD RS15175 WP 004923730.1 AKAADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMI 438
NTDB id 1039 H0N27 RS01460 WP 031993779.1 AKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMI 446
NTDB id 1052 ABD1 RS15850 WP 001017033.1 AKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMI 446
NTDB id 173635 ASQ50 RS15200 WP 227513186.1 AKAGDIVALIRAD................................EELISSRGFVSSDVRTNTISVRETQQKLEEIRRLV 423
NTDB id 1193 PAKAF RS26665 WP 003161249.1 AKAADIAKLFQSVTSDGG..........................QEGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIV 440
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 KQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTH.LSGTLEGANELARGTA.................PANVVPLE 486
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTH.LSGTLEGANELARGTA.................PANVVPLE 486
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGI.....NQNSNLLVGGSETTLWNLRNPDSN.....GTYTIERP 508
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGI.....TNNNNLLVGGSETTLWNLREPKKDETTGGYKYTIERP 521
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGI.....TNNNNLLVGGSETTLWNLREPKKDETTGGYKYTIERP 521
NTDB id 173635 ASQ50 RS15200 WP 227513186.1 GTWDVPVRQVSIEARIVRAQNNVSEELGVRWGAQGRATA...DGGSDNIIIGGSQG..........GLAGISPSGPLSLP 490
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNWSGYGKDGNIGIKDEDGMNCG...PIAGSCTFPTTGTSKSP 517
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 RRLNLDLAAVPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSG 565
NTDB id 1284 ACE17W RS12370 WP 010946666.1 RRLNLDLAAAPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSG 565
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DNLNVDLG.....VTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSA 583
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DNLNVDLG.....VSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSA 595
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DNLNVDLG.....VSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSA 595
NTDB id 173635 ASQ50 RS15200 WP 227513186.1 SDLNVDLG.....VTRAGSSSVALGYIG.TDFLLDLELSAFETDGRAEVVSQPRVVTADRQSASIKSGEEIPYQEATSSG 564
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .SPFVDLG.....AK.DATSGIGIGFIT.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSG 589
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 AT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNK 641
NTDB id 1284 ACE17W RS12370 WP 010946666.1 AT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNK 641
NTDB id 1009 ACIAD RS15175 WP 004923730.1 AGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSIN.SYAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNN 662
NTDB id 1039 H0N27 RS01460 WP 031993779.1 AGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMN 674
NTDB id 1052 ABD1 RS15850 WP 001017033.1 AGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMN 674
NTDB id 173635 ASQ50 RS15200 WP 227513186.1 AT...NVEFKEAVLSLEVTPQITPDDKIIMDLVVNQDSR..GEVTAGIPSINTNSVTTQVLVANGETVVLGGIFQSEVAT 639
NTDB id 1193 PAKAF RS26665 WP 003161249.1 AT...STSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSK 666
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 VINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 AVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 173635 ASQ50 RS15200 WP 227513186.1 QTTKTPFLGDIPYLGRLFKRTEHIDERSELLIFVTPKIIKNDLIQ............ 684
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
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