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NTDB id 1177 A1552VC RS01165 WP 000422572.1 R

NTDB id 173596 AQV43 RS11005 WP 049624187.1 A

NTDB id 1307 DR RS10055 WP 010888596.1 S G

NTDB id 1116 NGFG RS10615 WP 003690200.1 NIPMIRVEIG R P

NTDB id 1086 NMV RS00245 WP 002218487.1 SIBNAYHE R P

NTDB id 1185 GTF74 RS11940 WP 000350195.1 PPM R DG R H| P

NTDB id 1176 A1552VC RS01160 WP 000350195.1 PPM R DG R P

NTDB id 1283 ACE17W RS02630 WP 010947729.1 I\ SDLH SAG PPMIRVDG R Y A

NTDB id 1259 GC0O85 RS10305 WP 010947729.1 I\ SDLH SAG PPMIRVDG R Y A

NTDB id 1194 PAKAF RS01995 WP 003084552.1 [MASDLHLSAG PPMIRVDG R INLP)ZLISHYQRVIs#NL Y P

NTDB id 1202 PSJM300 01600 AFN76400.1 [MASDLHLS G PPMIRVDG R INLPEY IDJHYSN|VIZHNL (Y P

NTDB id 1020 ACIAD RS04210 WP 011182164.1 IMASDLHLSAG PPMIRVDG R Y P

NTDB id 1060 ABD1 RS04380 WP 000355489.1 [MASDLHLSAG PPMIRVDG R Y P

NTDB id 1040 HON27 RS13360 WP 000355489.1 .. [MASDLHLSAG PPMIRVDG R Y P

NTDB id 1081 FDQ49 RS05335 WP 006581387.1 NMMDITELLAFSVK [MASDLHLSAG PPMIRVDG R INLPP\LIMHISD VIsBAL Y P
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NTDB id 173596 AQV43 RS11005 WP 049624187.1 Gl SN KRSCVSLAVLPR T E LGLPH LlR PGLVLVTGPTGSGKSTTLAAM DYABK TMSRIsHE

NTDB id 1307 DR RS10055 WP 010888596.1 ARFRVNAFQG VNIRIHIP WVRIT GLP[rERAR T ANYPRGLVLVTGPTGSGKSTTLA M

NTDB id 1116 NGFG RS10615 WP 003690200.1 E LIW\PSIF[MIMIA BPRG VLVTGPTGSGKSTTLAAM

NTDB id 1086 NMV RS00245 WP 002218487.1 E LIW\PSIF[MIMIA BPRG VLVTGPTGSGKSTTLAAM

NTDB id 1185 GTF74 RS11940 WP 000350195.1 ERLDYAPINI FRIST AIWNEA GLVLVTGPTGSGKSTTLAAM

NTDB id 1176 A1552VC RS01160 WP 000350195.1 ENLDIAPIAI FRISI AINGY GLVLVTGPTGSGKSTTLAAM

NTDB id 1283 ACE17W RS02630 WP 010947729.1 E| ARGLVLVTGPTGSGKSTTLAA

NTDB id 1259 GC085 RS10305 WP 010947729.1 I ARJISIRGLVLVTGPTGSGKSTTLAAM

NTDB id 1194 PAKAF RS01995 WP 003084552.1 MIPRGLVLVTGPTGSGKSTTLAAM

NTDB id 1202 PSJM300 01600 AFN76400.1 MIPRGLVLVTGPTGSGKSTTLAAM

NTDB id 1020 ACIAD RS04210 WP 011182164.1 MPRGLVLVTGPTGSGKSTTLAAM

NTDB id 1060 ABD1 RS04380 WP 000355489.1 MPRG VLVTGPTGSGKSTTLAAM

NTDB id 1040 HON27 RS13360 WP 000355489.1 MPRG VLVTGPTGSGKSTTLAAM

NTDB id 1081 FDQ49 RS05335 WP 006581387.1 E LGLENIF MPRG VLVTGPTGSGKSTTLAAM
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Bl >50% conserved
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