logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

173584 AOV43 RS03610 WP 063192397.1

124
462
412
170
280
205
239
538
510

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

173584 AOV43 RS03610 WP 063192397.1

124
462
412
170
280
205
239
538
510

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

173584 AOV43 RS03610 WP 063192397.1

124
462
412
170
280
205
239
538
510

consensus

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

kel o oot M€l

Bl

WRRIIKAETITAVG E LGQ
MKAE TAVGTEILTGQI NTNAQFLSEKEAE G DVYFRTAVGDNEERLLSELE ASERSH
BMK EITAVGTEILTGQIVNTN QFLSEKJAE G DVYFQTAVGDNEBRLLS LIFIAQ RSBL

TGRS o LT

IEINTNAQF SINLAEIGV V  BITAVGDN|g=R LN

NN N N N W ko |

QL

¥k | xko | NN

* % % * % %

FFAIRRPDYARTPNNERQEQIVEGAIPLPNETGLAVGGLEVDGVTYVVLPGPPSE
TKQTLAKFLGKIRLVFDPQAQEKLD FFAMRPDYARTPNNERQAQIVEGARPLPNETGLAVGG LEVDGVTYVVLPGPPSE

TKQTLAKFLGKINLVFDPQAQEKLD
D lok Dok Dok Dok 1 Dokokokor Dokokokskokokok Dok | oskokokok D1k Dotk Dotk Dok Dok Do Do Dok koo Dok LT

0 e, Tt ST D T T ek

IFVFKKYGNAFJBRRTFSLSE ESRVLRFFGIGESALEEA ADLIDEQ

Pokokok Dok Dok Dok Dok Dokoskoskokok Pk LD

MTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE
BTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE

MTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQPE
MNTGSKLYSRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQLY
BTGSKLBISRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQL

N NN N NN Ry R Ry R oy R Rl Y R e ey g

155
159
156
156
156
156
156
156
156
156

235
239
233
233
232
232
232
232
232
232



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

173584 AOV43 RS03610 WP 063192397.1
124 BSU 16930 NP 389575.2

462 GPW51 RS00385 WP 012774894.1
412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

280 KZH43 RS08670 WP 000642700.1
205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

173584 AOV43 RS03610 WP 063192397.1
124 BSU 16930 NP 389575.2

462 GPW51 RS00385 WP 012774894.1
412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

280 KZH43 RS08670 WP 000642700.1
205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

173584 AOV43 RS03610 WP 063192397.1
124 BSU 16930 NP 389575.2

462 GPW51 RS00385 WP 012774894.1
412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

280 KZH43 RS08670 WP 000642700.1
205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

Db AIESIA ks a5 FVTYS

T LAQBFYAYHE.EASlé%MElKE%I (|

SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGYSSIFIMGGFVTYS
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVARFSGYSSIFIAGGFVTYS)
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVARFSGYSSIFIAGGFVTYS
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGYSSIFAGGFVTYS
SLRDMCYGYGEERISLASIVVEELK QGKTIPAAESLTAGLFQATVAMFSGASSIFIAGGFVTYS
SLRDIMCYGYGEETSLASIVVEELKRQGKTIg AESLTAGLFQARIVANFSGASSIFINGGFVTYS

| 5k sk sk sk %k k ok kkkk D1k | s Kok kK k %k ok ok k k 11 skok sk ok

LE@LVL |V 3 A\/SEFTAQ Arssboto e SLTUMCPDSLE e VR et

NeL SNel-o TSV SxER 5/\/\K

G RPL|S E IJUAIAREAE YR 1U{¢)s] DG ISIITGVAGPDIYLEGHPJYGTV ‘IG ' AUgHer:asy i
KKET|H ECASELAKGVQKLTGSDIGISFTGVAGPD HEGHEPGHVFIG ANGKE . E|
L T

LDILENQILHQTFEG

Dosksksk §skok |osksk skokokosk sk sk ko ok A *

1l

HENTH
HEFHF

* ok % k ok k *

% %k %k 5k 5k k % *k k * %k 5k sk sk sk k k| oskosk sk ok ok ok * 1k

T

SG. IDANTIRTAKY| CFF LEM#AEDIC. . .

* % ok % ok

414
416
393
418
418
418
418
418
418
418

* % | %k %

1k sk ok ok ok ok | ok ok ok ok ok ok ok ok K

X non conserved
B similar
> 507 conserved

307
311
308
308
312
312
312
312
312
312

387
390
369
387
391
391
391
391
391
391



