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NTDB id 173379 A0O21 RS09635 WP 067064665.1 .MTEKLEWVAIDDIIPNPYQPRIYFDEKELLELSASIKANGLIQPLIVRKSKIFGYELIAGERRLKAAKLAHLSKVPVIV 79
NTDB id 382 SMU RS09895 WP 011074697.1 MMTEQLKYLNTKDINPNPYQPRLQFKTKELEELAQSIKENGLIQPIIVRKSDIFGYDLVAGERRLKAAKLAGLNKIPVII 80
consensus *!!! ! ** !! !!!!!!!* ! !!! !! !!! !!!!!!*!!!!! !!!!*!*!!!!!!!!!!!!*! !*!!!*

logo KKTI SDDNDESMKQQAI
V I ENLQRSDLNP I EEAKAYQNQL I ENKRDNGHMTHDDE I

LAKRLVI
MGKSRPYITNSTIRLLNLPELHQI ISEQALVEKGKEL ILSQ

NTDB id 173379 A0O21 RS09635 WP 067064665.1 KTISDNESMQQAVIENLQRSDLNPIEEAKAYQQLIEKDGMTHDELARLMGKSRPYITNTIRLLNLPEQIIEAVEKKELSQ 159
NTDB id 382 SMU RS09895 WP 011074697.1 KKISDDDSMKQAIIENLQRSDLNPIEEAKAYQNLINRNHMTHDDIAKVIGKSRPYITNSIRLLNLPLHISQALEKGLISQ 160
consensus ! !!! *!! !!*!!!!!!!!!!!!!!!!!!!*!! * *!!!!**!***!!!!!!!!!*!!!!!!! *! !*!! *!!
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NTDB id 173379 A0O21 RS09635 WP 067064665.1 GHARVLLTVENAELQNEWFEKIIKQGLSVRQIEKALKST.KKQKKVEKDLFIKNKEEELSQLLGTKVSLSMQKKEAGVLK 238
NTDB id 382 SMU RS09895 WP 011074697.1 GHARLLLSIEKQDLQDKWFQKILTEQLSVHQIERALKSQTKKEKKTSKDIFLAEKEKELSQSLGLPVVIHYNKKHQGQLK 240
consensus !!!!*!!**! *!! !! !!* !!!*!!!*!!!! *!! !! !!*!* !! !!!! !! *! ** *!!* ! !!
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NTDB id 173379 A0O21 RS09635 WP 067064665.1 IYFQSEEEFNRIIDSLS 255
NTDB id 382 SMU RS09895 WP 011074697.1 ISFSSEEDFNRLMNKLN 257
consensus ! ! !!!*!!!** !

X non conserved

X similar

X ≥ 50% conserved


