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NTDB id 173378 A0O21 RS09630 WP 418346444.1 .......................MGGILGATVTNYLNN...HPEN..TTTKTSNVTYNNTTDTTEAVKTIQNAVVSVVNY 52
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSFSNN..GKTTVSNVIYDTKSNTTKAVKNVKNTVVSVINY 78
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNNQKTATTVTTSYKNSNSTTEAVDKVKDAVVSVITY 79
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
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NTDB id 173378 A0O21 RS09630 WP 418346444.1 QKASSSDMYSDIFGGDSSSASDSDSDLQVASQGSGVIYKKEGDSAYVVTNNHVIDGAEQIEILLADGTKVVGKLVGADTY 132
NTDB id 381 SMU RS09890 WP 002262650.1 QKTDNSYYN...YDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTY 155
NTDB id 425 SGO RS10525 WP 012131081.1 SESNSDAI....FDNN....NSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDTY 151
NTDB id 539 SM12261 RS09395 WP 000681587.1 SANRQNSV....FGND....DTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTF 150
NTDB id 256 KZH43 RS10270 WP 000681597.1 SANRQNSV....FGND....DTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTF 150
NTDB id 215 SPD RS10945 WP 000681597.1 SANRQNSV....FGND....DTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTF 150
NTDB id 181 SPR RS10425 WP 000681597.1 SANRQNSV....FGND....DTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTF 150
NTDB id 145 SP RS11450 WP 000681597.1 SANRQNSV....FGND....DTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTF 150
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NTDB id 173378 A0O21 RS09630 WP 418346444.1 SDLAVVQIPSENVKTVAEFADSSKINVGEIAIAIGSPLGTDYANSVTQGIVSSLSRTVTLTNNNGETISTNAIQTDAAIN 212
NTDB id 381 SMU RS09890 WP 002262650.1 SDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAAIN 235
NTDB id 425 SGO RS10525 WP 012131081.1 SDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDAAIN 231
NTDB id 539 SM12261 RS09395 WP 000681587.1 SDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAIN 230
NTDB id 256 KZH43 RS10270 WP 000681597.1 SDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAIN 230
NTDB id 215 SPD RS10945 WP 000681597.1 SDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAIN 230
NTDB id 181 SPR RS10425 WP 000681597.1 SDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAIN 230
NTDB id 145 SP RS11450 WP 000681597.1 SDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAIN 230
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NTDB id 173378 A0O21 RS09630 WP 418346444.1 PGNSGGALINIEGQVIGINSSKISSTSNS...ESVEGMGFAIPSNDVVKIINQLEENGEVVRPALGISMANLSDLSTSVI 289
NTDB id 381 SMU RS09890 WP 002262650.1 PGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSGR 315
NTDB id 425 SGO RS10525 WP 012131081.1 PGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSSS 309
NTDB id 539 SM12261 RS09395 WP 000681587.1 PGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSDI 306
NTDB id 256 KZH43 RS10270 WP 000681597.1 PGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDI 306
NTDB id 215 SPD RS10945 WP 000681597.1 PGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDI 306
NTDB id 181 SPR RS10425 WP 000681597.1 PGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDI 306
NTDB id 145 SP RS11450 WP 000681597.1 PGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDI 306
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NTDB id 173378 A0O21 RS09630 WP 418346444.1 NKLNIPESVTNGIVVGSVQSDMPASGKLEQYDVITEIDGQEVTSTSDLQSILYDHEIGDSVKVTFYRGNDKKTVTIDLTK 369
NTDB id 381 SMU RS09890 WP 002262650.1 DTLKIPSDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQLTK 395
NTDB id 425 SGO RS10525 WP 012131081.1 DRLKLPDNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLTK 389
NTDB id 539 SM12261 RS09395 WP 000681587.1 RRLNIPSNVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLDK 386
NTDB id 256 KZH43 RS10270 WP 000681597.1 RRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNK 386
NTDB id 215 SPD RS10945 WP 000681597.1 RRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNK 386
NTDB id 181 SPR RS10425 WP 000681597.1 RRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNK 386
NTDB id 145 SP RS11450 WP 000681597.1 RRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNK 386
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NTDB id 173378 A0O21 RS09630 WP 418346444.1 TTQDLS.. 375
NTDB id 381 SMU RS09890 WP 002262650.1 TSQDLNH. 402
NTDB id 425 SGO RS10525 WP 012131081.1 STDDLSSE 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 SSGDLES. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 SSGDLES. 393
NTDB id 215 SPD RS10945 WP 000681597.1 SSGDLES. 393
NTDB id 181 SPR RS10425 WP 000681597.1 SSGDLES. 393
NTDB id 145 SP RS11450 WP 000681597.1 SSGDLES. 393
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