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NTDB id 173365 A0O21 RS07350 WP 067063666.1 MFRVFKDRRRRFLLQLLRYSRYVFNDHFVLVLLVLLGFLLVQYRNLLENFPQQPVFLFAALGAALFALLNSGSIATYLEP 80
NTDB id 482 STER RS07725 WP 011681529.1 MAELFKERSRRFTTRCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLRHFPKNPWAIILGLLVLCLLLPFWGNIATYLEP 80
NTDB id 474 HSISS4 RS07765 WP 418080400.1 MAKLFKERSKRFNARCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLKHFPKNPWAIILGLLVLCLLLPFWGNIATYLEP 80
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NTDB id 173365 A0O21 RS07350 WP 067063666.1 ADRQFWLPKESELKMWILQAQKRSFLFGTLLQTLFLLLVTPVFLRQGFFLWHVALLAVLLAVLKWFLIGRKAHLFWNSAG 160
NTDB id 482 STER RS07725 WP 011681529.1 ADKHYLLVKEEEVLDHIKKATGRAFRFWVLIQTLIFILVVPLFLALGLPVWGVVLIAVAMAILKYFIFQKKAQPFYKQS. 159
NTDB id 474 HSISS4 RS07765 WP 418080400.1 ADKHYLLVKEEEVLDHVKKATGRAFRFWVIVQTLIFILVIPLFLALGLPVWGVILVAVAMAILKCFIFQKKAQPFYKQS. 159
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LRAFLRSSGDYAFVSALSLRLLFLAL
NTDB id 173365 A0O21 RS07350 WP 067063666.1 RLNWDAAIDYEKKRQQSLLKFFALFTRVKGLSGSVKRRRYLDGLLKFLKKEPAFLWENLYWRAFLRSSDYASLSLRLLLL 240
NTDB id 482 STER RS07725 WP 011681529.1 GLNWTDAIAAENKRQQSILKFFSLFTNVKGITSSVKRRGYLDGILKRTKKDKKYTWYNLYLRAFLRSGDYVALSLRLFAL 239
NTDB id 474 HSISS4 RS07765 WP 418080400.1 GLNWTKAIAGENKRQQSILKFFSLFTNVKGITSSVKRRAYLDGILKRTKKDKEHTWYNLYLRAFLRSGDYFALSLRLFAL 239
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NTDB id 173365 A0O21 RS07350 WP 067063666.1 SILGLIFVDHPLVAASLALLFNYLLLFQLLALYYHFDYHYFTGLFPIDRQLKGQNLKRFLSCIAYLLLVIEMPFTLSWQG 320
NTDB id 482 STER RS07725 WP 011681529.1 TLLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPIGKDMQVSNLKRLINQIVLVMTLIQALCLFDLKF 319
NTDB id 474 HSISS4 RS07765 WP 418080400.1 TLLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPVGKDMQVSNLKRLITQIVLVLTLVQAICLFDLKF 319
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NTDB id 173365 A0O21 RS07350 WP 067063666.1 AGLLAVVTVVTVEIYLPYKIRQMID 345
NTDB id 482 STER RS07725 WP 011681529.1 SLILIGVMLVLSLVYLPAKLKKMID 344
NTDB id 474 HSISS4 RS07765 WP 418080400.1 SLILVGIMLVLSLVYLPAKLKKMID 344
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