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NTDB id 173354 A0O21 RS06015 WP 099092218.1 MKNKRREKSILSLLLFLLLLGGSLLAGGTPLSNNPFFKELTDFIAEPSSAPSSNGSDLQAKRPDQSLAETVLTENVKKQL 80
NTDB id 262 KZH43 RS08770 WP 001036779.1 .MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNS...........PK..TNLSQKKQASEAPSQALAESVLTDAVKSQI 66
NTDB id 221 SPD RS09380 WP 001036779.1 .MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNS...........PK..TNLSQKKQASEAPSQALAESVLTDAVKSQI 66
NTDB id 187 SPR RS08930 WP 001036779.1 .MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNS...........PK..TNLSQKKQASEAPSQALAESVLTDAVKSQI 66
NTDB id 152 SP RS09870 WP 001036779.1 .MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNS...........PK..TNLSQKKQASEAPSQALAESVLTDAVKSQI 66
consensus *!!********!!**!!!**!!******!***!* !* ************!*!*!!!*!!!**!!*!*
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NTDB id 173354 A0O21 RS06015 WP 099092218.1 GSSIQWNGAGAYIINNNQTDLNARVSSAPYANNKTKTVQGEKVPTVANALLTKSTRQYKSRQETGNRTNSWTPPGWHQIQ 160
NTDB id 262 KZH43 RS08770 WP 001036779.1 KGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVK 146
NTDB id 221 SPD RS09380 WP 001036779.1 KGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVK 146
NTDB id 187 SPR RS08930 WP 001036779.1 KGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVK 146
NTDB id 152 SP RS09870 WP 001036779.1 KGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVK 146
consensus **!**!!!*!!*!*!*!*!*!*!*!!!*!!!*!!!!!!**!*!!!!!!!!!*!*!!!!!*!*!!!!***!!!!!!!!!**

logo NLSKGPSYDTHAVDRGHLLAGYSALVIGGLRDGYFDASTSNPDKNIATVQLTAWANQASQSAAEDYASTGQNYYESLKVRKALDSQHNKRVRYRVTL IYY
NTDB id 173354 A0O21 RS06015 WP 099092218.1 NLSGPYDHAVDRGHLLAYSLVGGLRGYDASTSNPDNIATQLAWANQASSADATGQNYYESLVRKALDSHKRVRYRVTLIY 240
NTDB id 262 KZH43 RS08770 WP 001036779.1 NLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYY 226
NTDB id 221 SPD RS09380 WP 001036779.1 NLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYY 226
NTDB id 187 SPR RS08930 WP 001036779.1 NLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYY 226
NTDB id 152 SP RS09870 WP 001036779.1 NLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYY 226
consensus !!*!*!*!!!!!!!!!*!*!*!!!*!*!!!!!!!*!!!*!*!!!!!!*****!!!!!!!!*!!!!!!**!!!!!!!!!*!
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NTDB id 173354 A0O21 RS06015 WP 099092218.1 DGD.NILASGTQLEAKSADGSLEFNVFVPNVQSGLTVNYYSGEILVN. 286
NTDB id 262 KZH43 RS08770 WP 001036779.1 ASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 ASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 ASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 ASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus ********!**!*!!!!*!!*!!!!!*!!!!!*!!***!**!!**!**
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