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NTDB id 173347 A0O21 RS03690 WP 067061467.1 MVSKKKTSLLSQMAPYTKSYRPAFLLAIAFTVVSSGITVIGPDRLKEITDTITAGLAGQLDLTKIAGISMTLALMYGGGA 80
NTDB id 370 SMU RS04260 WP 002263294.1 .MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGA 79
consensus ** !! !!!!!!!!! ! !** ! !!* !!*!!! !!!!!!!!!!!*!!!*! !!!! *!! !!* ! *!!!!*! *!!
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NTDB id 173347 A0O21 RS03690 WP 067061467.1 VISYSASFIVTTIIQKFSQKMRNAIADKINVLPLRYFDSHPQGDTLSRVTNDVDLMTQSLNQSLVSLVSAVVLLCGSIFM 160
NTDB id 370 SMU RS04260 WP 002263294.1 LVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFM 159
consensus **!!*!!!!!*!*!!!!!!**!!!!!!!!! *!!*!!!!!*!!!!!!!!!!!!!!!!!! !!!!!!*! !**!!*!!!!!

logo MIKRTNGATLMAATAIGLSVFLAIGFVLSVTVFVIMAGKSTQPFLFKTKRQQANNLADKVNSGYVEE I
VYSTGHNVVSTSYNSAI

VQQSTKKNQTFENENLNDQDQLFYAT
NTDB id 173347 A0O21 RS03690 WP 067061467.1 MIRTNGTMAATAIGSVLIGFVLVVFIMGKTQPFFTRQQNNLAKVNGYVEEIYTGHNVVTSYSAVQQTKNTFNELNQDLYT 240
NTDB id 370 SMU RS04260 WP 002263294.1 MIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFA 239
consensus !!*!!! *!!!!! !! !!!! !!*!*!! ! *!! !!! ! !!!!!*!*!!!!!*!! !*!!*! ! !! !*

logo SMWKSQFFSGIMMPLMMQF IGNFGYVMVC IVGASTLMAINGDITMGTIVAFMTYVR I FSTQP I
L
A
SQIAQAGITQLQSANRAAMGRVF

NTDB id 173347 A0O21 RS03690 WP 067061467.1 SMWKSQFFSGIMMPMMQFIGNFGYVMVCIVGASLAINGDITMGTIVAFMTYVRIFSQPLSQIAQAITQLQSARAAMGRVF 320
NTDB id 370 SMU RS04260 WP 002263294.1 SMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVF 319
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!*!!* !!!!*!!!!!!! !!!!!!!
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VAIVGPTGAGKTTIVNLLMKRFYEMVDKRG
NTDB id 173347 A0O21 RS03690 WP 067061467.1 EFLSEDEMTDESSKDKQLTHIKGDVAFKDVFFGYSKDKVIIHDFSAVAKAGQKVAIVGPTGAGKTTIVNLLMKFYEMDKG 400
NTDB id 370 SMU RS04260 WP 002263294.1 EFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRG 399
consensus !!! !*!* !! *! !!! ** ! ! ! !!!!!!*!! !!!!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!*!!!*!*!
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NTDB id 173347 A0O21 RS03690 WP 067061467.1 SITIDGIAIDQMKREEVHDAFAMVLQDTWLFEGSVKENLIYNQKNITDEQVIAAAKAVGVHHFIMTLPQGYDTLLDDSVS 480
NTDB id 370 SMU RS04260 WP 002263294.1 MISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVT 479
consensus !*!!!* !* ! ! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!!!! !!! !!!!*!!!!!*

logo LSVGQKQLLTIARALLKDAPLL I LDEATSSVDTRTEEL IQKRAMDHKLMEGRTSFVIAHRLSTIRNADL I LVMKRDGNI I EQG
NTDB id 173347 A0O21 RS03690 WP 067061467.1 LSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQKAMDKLMEGRTSFVIAHRLSTIRNADLILVMKDGNIIEQG 560
NTDB id 370 SMU RS04260 WP 002263294.1 LSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQG 559
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!
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NTDB id 173347 A0O21 RS03690 WP 067061467.1 NHDQLMSADGFYADLYNSQFQAS.. 583
NTDB id 370 SMU RS04260 WP 002263294.1 SHDQLMAENGFYADLYNSQFTEEVA 584
consensus !!!!! !!!!!!!!!!! **
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