
logo MS
TESTGFKRYS I LASGSSGNSFYLETDPKQKRI

LL IVDAGLSTGKKI SQSLLMAE IDRKPVDEDLVDAI L IVTHEHKSDHIHKGVGVLARKYGHLD
NTDB id 173343 A0O21 RS02555 WP 067060763.1 MSESGFKYSILASGSSGNSFYLETDKKRLLVDAGLTGKKISSLLAEIDRKPEDLDAILITHEHSDHIKGVGVLARKYHLD 80
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
consensus !*!*!!*!!!!!!!!!!!!!!!!!* !!*!*!!!!*!!!!! !*!!!!!!**!*!!!!*!!!! !!!*!!!!!!!!!*!!

logo

I
VYANAEAKTWQAVI

MDEHGQMIGKQIDNQVESQKHI FDKLRGKSLTI
MTFAGDI

LDI
VESFGVSHDAAEQPQFYRFLMKDGNKSFVI

MLTDTGYVSDRLMADG
NTDB id 173343 A0O21 RS02555 WP 067060763.1 IYANEKTWQVIDEHQMIGQINQEQKHIFKRGSLMTFADLDVESFGVSHDAAEPQFYRFMKDNKSFVMLTDTGYVSDRLAG 160
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMD..GMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMAD 158
consensus *!!! !!! *!** !!! ! !!!!! ! *!!*!*!*!!!!!!!!!! !!!!! !!! !!!!*!!!!!!!!!!*!

logo L I ENADAGYL I ESNHDI E I LRSGI
SYPWRSLKQR I LSDKGHLSNDDGAEQATMI

VRTI
LGNRKRTKQKIYLGHLSKENNI

VKELAHMTMEKN
NTDB id 173343 A0O21 RS02555 WP 067060763.1 LIENADAYLIESNHDIEILRSGSYPWRLKQRILSDKGHLSNDDGAQAMIRTIGRRTQKIYLGHLSKENNIKELAHMTMEN 240
NTDB id 383 SMU RS06875 WP 002262928.1 LIENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKN 238
consensus !!!!!!*!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!! !*!!*! *! !!!!!!!!!!!!*!!!!!!!! !

logo

A
SLLMQSADLAGAVDGHTDFKI

V
F
YDTSPDTALTPLATKI

NTDB id 173343 A0O21 RS02555 WP 067060763.1 SLLSADLGAGTDFKVFDTSPDTATPLTKI 269
NTDB id 383 SMU RS06875 WP 002262928.1 ALMQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus !* !!!* *!!!**!!!!!!! !! !!

X non conserved

X similar

X ≥ 50% conserved


