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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMY.RKLAEIAGQYLKKGGLVY 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMY.RKLAEIAGQYLKKGGLVY 75
NTDB id 173278 A0U92 RS12030 WP 077813436.1 .MAGSVNKVILVGNLGKDPEIRTSQNGQKIVSLSVATSDTWNDRASGERRERTEWHRVVVFNDRLADVAERFLRKGRKVY 79
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFF.RRQAEVAGQYLRKGSKVY 77
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLY.GKLAEVAGEYLRKGSQVY 79
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NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQEA.........YQRPAQQSRQ.PAS 141
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQEA.........YQRPAQQSRQ.PAP 141
NTDB id 173278 A0U92 RS12030 WP 077813436.1 LEGVLQTRKWTDQSGQEKYTTEVVLDRFRGELVLLDGRGSGD.GDDAGG.YGGGSEA.....AGGGYGGGASAARRLPGG 152
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGG.DFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGG 152
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG.GMPAQGGM...NVPAQ....QGSWGQPQQPAKQHQ.. 149
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NTDB id 1103 NMB RS07590 WP 002212976.1 DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 173278 A0U92 RS12030 WP 077813436.1 GGASAPRS..SGPASTGGWDAPGGSDLDDEIPF 183
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NAT...RP..QPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1166 A1552VC RS00795 WP 000168289.1 PMQ...QS..APQQYSQPQYNEPPMDFDDDIPF 177
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