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NTDB id 1313 DR RS12030 WP 010888966.1 ARNFNQKENGGINMAF IDAEHALDPWUYARSNLGVNNDELL SQPDNGEQALEIWN ML RSGA D 154
NTDB id 600 KW2 RS01765 WP 011675413.1 EIYGPESSGKTT AJNYQK)ZGGIWNAF IDAEJALDPIAY AVONLGVN DELL IWSGAVD 156
NTDB id 269 KZH43 RS08665 WP 001085462.1 EIYGPESSGKTT A[NRAQKIAGGINNAF IDAEHALDPIA\Y ARWALGVN DELL BISGAVD 155
NTDB id 228 SPD RS09265 WP 001085462.1 EIYGPESSGKTT ANE\QKIAGGIWNAF IDAEHALDPENYY ALWALGVN DELL BDISGAVD 155
NTDB id 194 SPR RS08825 WP 001085462.1 EIYGPESSGKTT ANERAQKIAGGINNAF IDAEHALDPI\YARWALGVN DELL BISGAVD 155
NTDB id 159 SP RS09750 WP 001085462.1 EIYGPESSGKTT ANE\QKIAGGIWNAF IDAEHALDPENYY ALWALGVN DELL BDISGAVD 155
NTDB id 527 SMSK321 RS11065 WP 001085454.1 EIYGPESSGKTT ANENQKIAGGIWNAF IDAEHALDPENYY ALWALGVN DELL BISGAVD 155
NTDB id 499 SM12261 RS08315 WP 078228268.1 EIYGPESSGKTT A[NAQKIAGGINNAF IDAEHALDPIA\Y ARWALGVN DELL BISGAVD 155
NTDB id 453 Spy49 1753c ACI62003.1 EIYGPESSGKTT ANE\QKIAGGIWNAF IDAEHALDPENYY ALWALGVN DELL BDISGAVD 155
NTDB id 408 SMU RS09530 WP 002262392.1 EIYGPESSGKTT ANEAQKDIGGINNAF IDAEHALDPI\Y AERWALGVN DELL BJSGAVD 155
NTDB id 115 BSU 16940 NP 389576.2 YGPESSGKTT AIAYQRINGGMENAFIDAEHALDPWUYARISLGVN ELL RSGAVD 140
NTDB id 625 LCA RS02525 WP 011374196.1 EIYGPESSGKTT AIRUQKNGGIWNA IDAERJA DPISYAWWNLGVN D' LL 142
NTDB id 1245 Cj1673c YP 002345041.1 EIYGPESSGKTT AINEQKINGG\f¥AF IDAEHALDRUY ANSYLGVNID L§j SQPDGEQALEINY 141
NTDB id 1211 C694 RS00795 WP 000963128.1 EIYGPESSGKTT AIMEOKINGGNAMAF IDAEHALD\AIY AJQUL.GV gy WLL SQPD GEQALET|M 143
NTDB id 1214 NCTC11637 00359 SQJ03206.1 EIYGPESSGKTT AINMQOKINGGUIMAF IDAEHALDEIYASILGV py NLL SQPD GEQALEI|H 143
NTDB id 1334 RAOC RS04870 WP 004918236.1 EIYGPESSGKTT AIINQKYGGIWAAF IDAEHARGDINSIY AI¥SLG N EL  SQPDJGEQALEIfA 150
NTDB id 173271 AOU93 RS10050 WP 281251196.1 |JNRqeIsioiieiel @ny AIFNQKISGGINEAF IDAEHALDP[EY ASSL.GV  DIJLL ' SQPDIAGEQALEIfN 139
NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT ANAQK{NFENYAF IDAEHALDP|YY ABILGVNIIDELL SQPDRGEQALEIfe 158
NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VUCAF DAEHARDPUYABRISLGV]Y ELM SQPD GEQALEI[® 142
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VGAF DAEHARDPWMYAIBNLGVIY ELM SQPD GEQALEI 142
NTDB id 1123 0OK783 RS03845 WP 003688695.1 EI GPESSGKTT VUCAF DAEHAIJDPUYABISLGVIS EL) SQPD GEQALEI[® 142
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INYAFIDAEHALDIMYASLGVIS [§ LL SQPD GEQALEIMN 150
NTDB id 1165 A1552VC RS01565 WP 000344154.1 |HSEeIASIIel Gy DELL SQPD GEQALEI[S 141
NTDB id 1142 GTF74 RS11550 WP 000344154.1 EI GPESSGKTT DELL SQPD GEQALEI[® 141
NTDB id 1022 ACIAD RS06390 WP 004925639.1 EIYGPESSGKTT INSAFIDAEHALDPNYAJANLGV DNLL SQPDBIGEQALEIfA 141
NTDB id 1074 ABD1 RS10195 WP 000344167.1 EIYGPESSGKTT INSAFIDAEHALDPMNYAJANLGV  DRWLL SQPDRIGEQALEIfA 141
NTDB id 1205 PSJM300 05545 AFN77183.1 EIYGPESSGKTT SQPD GEQALETIpN 141
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NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDS|HEGLQAR 233
NTDB id 600 KW2 RS01765 WP 011675413.1 DSVAALVP G MGDSHVGLQAR 235
NTDB id 269 KZH43 RS08665 WP 001085462.1 VDSVAALVP GDEGDSHVGLQAR 234
NTDB id 228 SPD RS09265 WP 001085462.1 VDSVAALVP GDHGDSHVGLQAR 234
NTDB id 194 SPR RS08825 WP 001085462.1 VDSVAALVP GDEGDSHVGLQAR 234
NTDB id 159 SP RS09750 WP 001085462.1 VDSVAALVP GDHMGDSHVGLQAR 234
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VDSVAALVP GDHMGDSHVGLQAR 234
NTDB id 499 SM12261 RS08315 WP 078228268.1 VDSVAALVP GDIGDSHVGLQAR 234
NTDB id 453 Spy49 1753c ACI62003.1 GDHGDSHVGLQAR 234
NTDB id 408 SMU RS09530 WP 002262392.1 GDIGDSHVGLQAR 234
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR 219
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR 221
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NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 223
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NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJsIAR 229
NTDB id 173271 AOU93 RS10050 WP 281251196.1 |AEANVIREZ GDMGDSHVGLJ3IAR 218
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALEP GDMGDSH GLQAR 237
NTDB id 1130 NGFG RS03960 WP 003688695.1 VDSVAALVP GDMGDSHVGLQAR 221
NTDB id 1124 NGFG RS03960 WP 003688695.1 VDSVAALVP GDMGDSHVGLQAR 221
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NTDB id 1313 DR RS12030 WP 010888966.1 WIGQPTK. . . . KQ@VKNKVAEPF G 309
NTDB id 600 KW2 RS01765 WP 011675413.1 IIGSTKIEEGSG. KVVKNKVAPPF N 314
NTDB id 269 KZH43 RS08665 WP 001085462.1 IGNTQIKGTGD. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 228 SPD RS09265 WP 001085462.1 IMGNTQIKGTGD. KVVKNKVAPPF IMYGEGIS K 313
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NTDB id 1124 NGFG RS03960 WP 003688695.1 R ..SIK. EV KV KNKVAPPF D 296
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NTDB id 1427 RS RS02760 WP 011000510.1 R ..SIK. KVVKNKVAPPF D 304
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R . .AIK. KVVKNK APF D 295
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NTDB id 1205 PSJM300 05545 AFN77183.1 R .AVK. KVVKNKVAPPF D 295
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