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NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYG..QS........QEAYQRPAQQSRQPAS 141
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYG..QS........QEAYQRPAQQSRQPAP 141
NTDB id 173253 A0U90 RS10275 WP 029603601.1 IEGQLQTRKWTDQSGQERYTTEIVLDRFRGELVLIDSNRGGES.E...AGGGYESGPPRQLNAPR.............GG 142
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGM...NVP.AQ....QGSWGQPQQPAKQHQ. 149
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGGNQGSGWNQAP.AQTNYNQGGYSDNYAQNNNFNG 151
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NTDB id 1103 NMB RS07590 WP 002212976.1 DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 173253 A0U90 RS10275 WP 029603601.1 GGMSQPQRS...GGGSGGGWDAPGGDLDDEIPF 172
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .PMQQSAP....QQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 GNATRPQP....AQKPAAQAEPPMDNFDDDIPF 180
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