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NTDB id 1384 A4U84 RS08525 WP 010787006.1 DFRVS LPT GEK VLR QKNKPTSFDFLQ IL, TGPTGSGK 278
NTDB id 1355 HI 0298 AAC21962.1 DFR STLPTjsl GEK L TGPTGSGK 283
NTDB id 1366 NTHI RS01950 WP 011271972.1 DFR STLPTjs| GEK L TGPTGSGK 283
NTDB id 1168 A1552VC RS11070 WP 000957200.1 DUIRVSTLPT GEK IRD S S AAN|®D NPQEKQLMLNAJRK L TGPTGSGK 343
NTDB id 1293 VP RS12240 WP 005479695.1 DURVSTLPT GEK INDSSSAS|¥D SEQMKQL L TGPTGSGK 343
NTDB id 1401 DSB67 RS12665 WP 010643259.1 DUIRVSTLPT GEK IRDSSSAAI®D SDS[MKQL L TGPTGSGK 343
NTDB id 1110 NGFG RS09235 WP 003689817.1 DFRVSTLPT GEK IANSD A AS|¥N EPFRKKLLLEAMH L TGPTGSGK C 334
NTDB id 1251 GC085 RS07725 WP 011946523.1 DFRVSTEPTEAGEK IRD SGAAK|HG NPVRTN LKARQ L TGPTGSGK 352
NTDB id 1058 ABD1 RS01615 WP 001274986.1 DFRVY] LPT GEK IRDP SSAMIBG EED[RKALBMEAJ®D L TGPTGSGK 347
NTDB id 1018 ACIAD RS01685 WP 004920473.1 DFRVWN] LPT GEK INDP AS AMIBG EPEKAL ME AJEN L TGPTGSGK 347
NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 NERYDISAE]CIBL BN AR AR K HDKE TR DB Y KISNLGNKNLEILKK I|#H L TGPTGSGK 309
NTDB id 1410 SGL RS13950 WP 010873519.1 GRKEIZAYN RIS R CIBRANAD N SATQHGEBFIMI TNPETLQTVRELAA L TGPTGSGK 394
NTDB id 173230 CSTERLE RS05985 WP 237266955.1 NKNYDIZAUSHERNNARE N GAMNERAD KEGFNRTKBEINEMFDDDIEKED S I|# L TGPTGSGK 155
NTDB id 1028 TT RS08215 WP 011173991.1 ug] DIRR STLPT IRKKASDIPEMED APGVFERBKEV L TGPTGSGK 667
NTDB id 1306 DR RS10060 WP 027479822.1 a8 DI#R STLPT INQKASNIPEREQ SEY.YAR TEI L TGPTGSGK 664
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 MBK HHLiNNDhIARRIERDE ITRS 0] DJF [MIMLR FLRQDPDIIM GEIRDI¥E Ad A A QTGHLVLSTLHTNBA 358
NTDB id 1355 HI 0298 AAC21962.1 IGGITNITAEDP EIINLBIGINMQSQ NP G BFNBARLR FLRQDPDIIM GEIRDIME ANITA AAQTGHLVLSTLHTNBA 363
NTDB id 1366 NTHI RS01950 WP 011271972.1 KH Q Q A AAQTGHLVLSTLHTN|A 363
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NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 L| A IRTGHL LSTLHTNA 389
NTDB id 1410 SGL RS13950 WP 010873519.1 T L T [§§A [FAARTGHLVL TLHTNBA 474
NTDB id 173230 CSTERLE RS05985 WP 237266955.1 AANTGHLVLSTLHTN)N 235
NTDB id 1028 TT RS08215 WP 011173991.1 74T
NTDB id 1306 DR RS10060 WP 027479822.1 744

consensus ® ok ok DDk Dk sk ook Dkokokokskokokokok D ok Dok L LTT NN ok Dok Do LD Dok LD



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1384 A4U84 RS08525 WP 010787006.1
13556 HI 0298 AAC21962.1

1366 NTHI RS01950 WP 011271972.1
1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1
1227 CJJ81176 RS07050 WP 011812800.1
1410 SGL RS13950 WP 010873519.1
173230 CSTERLE RS05985 WP 237266955.1
1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1384 A4U84 RS08525 WP 010787006.1
1355 HI 0298 AAC21962.1

1366 NTHI RS01950 WP 011271972.1
1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1
1227 CJJ81176 RSO7050 WP 011812800.1
1410 SGL RS13950 WP 010873519.1
173230 CSTERLE RS05985 WP 237266955.1
1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

consensus

e ¢th

LSA
ISA

F@' m&v&l- AQR\.XR& RE

GQLMMSG
SKIMMED

SKIMMED

ACABSRENQDKTI

AELIANQG@ETTDR,

RDLISSRRETNEE

RHABVAGKSATE

RRTIGAGRPAAE
* *

_DIPKQSLLE IPDF. .

.QVPERSLLEMEFTPEBLAQPEF. .. ... ....... QIF
JKKHYIEF........... EGEF.....oovvvno... F
.HPSKEELSRF LSASGDEVVTFYKANSLSPDEIHLARQ
.VAKPHEMKIENVNE....ETKL............... Y
. KPDPETLRRIMELSEABIQGARL . . ... .......... Y
.NADPEVLRR ISER IRGANL . . o oovee e M

ol ee 5TDE5NL§AéAiEKVTQQ;TEE EkéRVLYEw

EEE oIl ol ol o oo P =)

399
404
404
485
484
484
480
497
493
493
442
553
295
811
808

461
463
463
562
561
561
558
574
570
570
519
632
374
889
887



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1384 A4U84 RS08525 WP 010787006.1
13556 HI 0298 AAC21962.1

1366 NTHI RS01950 WP 011271972.1
1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1
1227 CJJ81176 RS07050 WP 011812800.1
1410 SGL RS13950 WP 010873519.1
173230 CSTERLE RS05985 WP 237266955.1
1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

consensus

X non conserved
B similar
> 50% conserved

461
464
464
562
561
561
558
574
570
570
519
672
375
889
887



