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NTDB id 173198 PG2T RS12795 WP 068808361.1 GIADLIQAGLDKVREGVTSLSEIHRITKE 572
NTDB id 1058 ABD1 RS01615 WP 001274986.1 GFNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
consensus !* ** *!**!***!*!** !***** *



X non conserved

X similar

X ≥ 50% conserved


