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NTDB id 1045 H0N27 RS16330 WP 168727019.1 .......MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQ 73
NTDB id 172969 AC731 RS11340 WP 048706143.1 MTVTERRNRPDSIDVLVVDDEDDIRELIELSLMRMGLGCDTAGSVQEARALIERRRYRLCLTDMRLPDGDGLELVEFIQA 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .........MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQ 71
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 NYPNTPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIA 153
NTDB id 172969 AC731 RS11340 WP 048706143.1 RQPSTPVAVITAFGSIETAIRALKLGAFDFVTKPVELKRLRELVTHALKL...EPSAAVVAPGGRTLIGSSPAFLQLRAQ 157
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RHPQTPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRL...RNPEAEEAPVDNRLLGESPPMRALRNQ 148
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VNCGAI SPPSTELMESELFFGHRKKGSFTGAAITEQTDKEQGL IFLQSAAHSG
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHG 233
NTDB id 172969 AC731 RS11340 WP 048706143.1 AEKLARNQAPVFIHGESGTGKEVIARLIHGLGARANGPFVPVNCGAISPELMESEFFGHRKGSFTGAATDKEGLFQAASG 237
NTDB id 1473 PAKAF RS24000 WP 003094694.1 IGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASG 228
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 GSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRE 313
NTDB id 172969 AC731 RS11340 WP 048706143.1 GTLFLDEIGELPLAMQVKLLRAIQERAVRPVGAHAEEPVDVRILSASHQDLSRLVADGKFRQDLFFRINVITLRIPPLRE 317
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRE 308
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNP 393
NTDB id 172969 AC731 RS11340 WP 048706143.1 RAEDIPALAEHILARVAEREGGPPRRLSPAAMVALQRHDFPGNVRELENLLERACALCEGDEIGPDDIDLQPA......C 391
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADA......P 382
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 FASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 172969 AC731 RS11340 WP 048706143.1 FSSATARPDATAAETGSTAGADAVEHDGHDTEVERMRVLKALEDTRWNRSAAARNLGMTLRQLRYRLQKWGME....... 464
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GASQ..........EGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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