
logo

MKNRQSKGI LIRSAQRI FLGSI ILAGLTLVIASYAAS IMLFMSALMQPVAAYLSALKAQDAVNADS ILETIKNSLVDVKPVAMLANP I
LPEGDQNGRTVERLIKRDLVFMQFDNSEGKLPPVLAPKQAQLPQRAAGSFYQTI ILTEQKQPAPR I

L
A
I
VLDLFDPIGKSAVTGQDNQMKQI

L
A
G
P
K
T
S
K
S
DQ

NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILIL..ISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILIL..ISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ................................................................................ 0
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ................................................................................ 0
NTDB id 172844 VVCECT4999 RS01790 WP 039449673.1 ................................................................................ 0
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ................................................................................ 0
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLGTK. 77
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLAKS. 78
consensus

logo

KLNTI
R
K
E
P
T
L
V
I
S
T
Q
T
V
L
N
G
E
N
S
A
T
L
R
S
HS IVYDTNI

V
S
V
E
S
A
A
D
V
D
K
G
K
DRAMTVI

R
C
L
V
A
E
V
I
I
M
V
L
K
M
E
NL
M
R
T
D
K
D
H
T
R
N
A
K
L
S
G
G
I
S
V
L
Q
T
K
A
L
T
S
T
F
Y
P
S
T
V

R
T
G
K
M
R
S

A
L
T
V

S
T
A
E
Q

GGQNS
T

F
I
L
N
V
W

V
F
Y
L
C
F
I
T
S
V
L
K
V
I
V
L
W
F
G
S
V
N
N
G
I
S
K
L

P
Q
A
S

A
V
L
N
S

G
L
T
D
C
I
L
A
S
T
F
P
V
E
A
NSFLTK

S

T
A
E
S

T
M
P
V

F
V
A
K
A
T
SP
SAPASYAQP IK

I
A
P
V
F
T

A
K
S
N
P
Q
A

NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSV.SYSGSTAGSVYSLVLNGKSNDLFENSKEVF.............ITNQ 144
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSV.SYSGSTAGSIYSLVLNGKSNDLFENSKEVF.............ITNQ 144
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ...........................MKNGLKTYV..AQ.TWLTL.WVGLALCA....SSMV..............FSA 31
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ...........................MKNGLKTYV..AQ.TWLTL.WVGLALCA....SSMV..............FSA 31
NTDB id 172844 VVCECT4999 RS01790 WP 039449673.1 .....................MICELMMKNKIQLFPGMLS.QFVCL.LS...VCI....FTTF..............ANA 36
NTDB id 1408 DSB67 RS13980 WP 010643500.1 .........................MKMRHGLTLTPRKLT.GLFSL.WF...SLL....LAPF..............VAA 32
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .NRELSVGNTRSVTVVEAKDRTRLIINLTTLS.SYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKP 155
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .LIPVTTNEASSIDVSSDDKRARVVVNLKDAG.AFTTRVEGNVFILKINNIQSTATP.....VAT.SA............ 138
consensus * ** * ** ** *

logo

Q
Y
V
E
E
P
S
V
E
P
V
N
A
P
Q
T
A
E
G
Q
S
A
K

Q
R
H
N
G
S
A
E
Q

I
L
G
R
E
K
R
S
NIGDFQRGRTVGINAEKADQEKGQKADEGAGI

L
N
R
V
I
L
V
L
I
V
I
V
D
E
V
L
Q
V
A
S
G
T
D
S
T
P
N
T
A
G
S

L
I
T
A
I
S
P
V
A
P
I
VDLIVKTQEPRKQQVAQGGSKEEKGVILRVSLVIRDNEFLAIPLGKNI

T
Q
D
S
K
L
I
V
A
K
P
T
L
D
A
E
H
N
D
K
Q
L
A
R
M
L
R
V
K
Y
L
R
Y
L
N
D
T
V
T
S
KDFAHSSTVPVAQEFIS IVDNTEASMVSYQFANQRQDKESTVEGDKPSNRTSK

NTDB id 1257 GCO85 RS04855 WP 163621000.1 VVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKK 224
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKK 224
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ESATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPS 111
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ESATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPS 111
NTDB id 172844 VVCECT4999 RS01790 WP 039449673.1 QSEAENALKSIDFRTNAAKDAIIIVELATPATVADLKPVAEGLSIELINTSVKDEQLYLLDVKDFSTVVESIEVFREVSK 116
NTDB id 1408 DSB67 RS13980 WP 010643500.1 EEVQSNSLKSIDFRTNKDKDAVIVVELVSPAAIVDIKRVQEGLSIDLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTST 112
NTDB id 1193 PAKAF RS26665 WP 003161249.1 YVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDR 235
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .PAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSN 217
consensus * ** !*!* ******* * *!* ** * ** * * * * * ****!! **! ***** *

logo

G
V
T
S
V
Q
R
I
M
L
S
T
V
A
V
I
E
N
Q
Y
L
T

I
P
S
V
T
K
S
D
E
G
L
S
D
E
F
Y
D
E
R
S
G
Q

Y
H
L
M
F
D
A
V
Y
R
T
Y
L
Q
A
S
K
T
V

D
E
N
G
N
R
K
K
R
Q
Y
F
L
M
T
E
I
V
K
T
D
S
V

L
V
I
G
F
K
S
R
K
P
I
M
P
L
Q
T
K
S
T
A
N
D
E
D
N
Q
E
A
E
V
I
K
E
A
P
R
L
P
K
Q
R

N
R
A
D
E
S
P
K
Q
L
K
D
N
K
S
I
K
N
V
F
Q
L
A
D
N
V
E
F
Y
K
E
TGEKKRLLI S ILDNFQNDIDESP I

VRRSANVLQLLIADFYNTDNQGLIFNMLVATVASDTKSVETVQ
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQ 304
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQ 304
NTDB id 1186 GTF74 RS01320 WP 000788426.1 TQLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKPK.PKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVV 190
NTDB id 1175 A1552VC RS12105 WP 000788426.1 TQLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKPK.PKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVV 190
NTDB id 172844 VVCECT4999 RS01790 WP 039449673.1 TRLVANVSGEFRHDYRLSGRYLEVTISRIKSEQEAR.EQSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVT 195
NTDB id 1408 DSB67 RS13980 WP 010643500.1 TRLVAYIDEDYSHDYRLTGRYLEVKVGKLKANEKAP.DKSILDKEGKLISINFQDIPVRNVLQLIADYNQFNLVVSDSVE 191
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQ 315
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GVISIQSTGSYEYMAYQAENKLTISLKRPQ.DNVRLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQ 296
consensus * * * *** * * * * * ** *** * !* *!**!!*! *! !!!!*!!* * !*!**!*!



logo GDNVLITLHRLKQNDNDGI
VPWDQQAVLDLIVI LKTQTVQKNGLDKRKRVELNKDGNVLVMIWLVIDATPAQVKSAEDSE I

M
L
A
I
D
A
K
L
S
M
REREKDEQAEQALKEASKEIAQAKQRQTLESAIAKTEKE I

LAEGESDP I
L
Q
S
K
R
R
T
S
D
E
Y
L
I I LQKLVIKNFYAKAASDI EAAEKVLM

NTDB id 1257 GCO85 RS04855 WP 163621000.1 GDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVL 384
NTDB id 1284 ACE17W RS12370 WP 010946666.1 GDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVL 384
NTDB id 1186 GTF74 RS01320 WP 000788426.1 GNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAAM 270
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAAM 270
NTDB id 172844 VVCECT4999 RS01790 WP 039449673.1 GNVTLRLDGVPWQQVLDIILQVKGLDKRVEGNVVLIAPQDELDLREKQQLEKERLAEELGSLKSEIIKVNFAKASDIAEM 275
NTDB id 1408 DSB67 RS13980 WP 010643500.1 GNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLREKQQLEKQKLEKEIGELSSEIIKVNFAKASDIAEM 271
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKL 395
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKL 376
consensus !**!!*! *!! ! !!**! **!!!! !!!********** *!** ** * **** *****! ***!!! !!* *

logo

F
I
Q
T
G
K
N

Q
S
D
G
G
V
E
K
E
R
T
Q
G
S
N
D
SGGTQSENGSKNTNGSATVEPLGDSVGIN

V
T
N
S
L
M
E
L
G
S
G
P
D
ERGTKSMVIATSLVIDDPAERTNTS IL IWLALINYQRQDEPTLQSGPQDTERKNLIADEQEVLVIRKREMLIVIDNSKELQSLDIPVRKQVLMQI EAR IVRET

NTDB id 1257 GCO85 RS04855 WP 163621000.1 IKDKQ......................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVE 442
NTDB id 1284 ACE17W RS12370 WP 010946666.1 IKDKQ......................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVE 442
NTDB id 1186 GTF74 RS01320 WP 000788426.1 IGGEGN.....................VNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQVQIEARIVT 329
NTDB id 1175 A1552VC RS12105 WP 000788426.1 IGGEGN.....................VNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQVQIEARIVT 329
NTDB id 172844 VVCECT4999 RS01790 WP 039449673.1 INGKES.....................VSMLSERGSVAIDERTNSLLLRELPENIEVIREIINSLDIPVKQVQIEARIVT 334
NTDB id 1408 DSB67 RS13980 WP 010643500.1 INGEGN.....................ISMLSDRGSMTIDERTNSLLIRELPENIEVIREIIESLDIPVKQVQIEARIVT 330
NTDB id 1193 PAKAF RS26665 WP 003161249.1 FQSVTSDGGQEGK.................EGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVE 458
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ITQGRNSGTSNSNTNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIEARIVR 456
consensus * *****!!****!*!!!**** * * ** *!*** !!!!!*!! !!!!!!

logo

I
A
V
K
N
T
T
V
K
E
S
D
G
Y
F
N
D
M
L
S
D
E
K
Q

S
D
E
M
I
LG I

V
K
RWGGIFVALMSTYRSHQIPTGKTNI

H
G
N
S
Q
T
W
H
N
T
S
G
L
V
Y
S
GGKTSLIDENGSANI

L
G
L
A
W

I
V
Q
T

G
I
K
D
G
E
S
L
D
E
L
Y

D
N
T
A
A
G
T
D
L
G
G
M
S
W

E
G
N
C
G
L
S

R
G
D
N
P
S
N
D
G
P
E
I
L
S
G
N
AGGST

R
C
S
Y
G
D
G
T
F
I
A
D

E
G
P
T
A
G
G
S
T
D
N

G
E
S
V

N
T
F
V
E
G
S
P
K
R
I
L
V

P
S
E
D
P
E
R
D
N
S
R
F
P
L
F
NLVDNLGAVSAAVPLKTDTGSPTAAGTNTPA

NTDB id 1257 GCO85 RS04855 WP 163621000.1 VTKDFSQDIGIRWGVSRPTH...LSGTLEGA...............NELA.RGTAPANVVPLERRLNLDLAAVPLTGATP 503
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VTKDFSQDIGIRWGVSRPTH...LSGTLEGA...............NELA.RGTAPANVVPLERRLNLDLAAAPLTGATP 503
NTDB id 1186 GTF74 RS01320 WP 000788426.1 VKEGNLEELGVRWGVMSTNGSHSVGGSIESNLWQKGLLAD.................DEFPVDEFLNVNLAS...TSANA 389
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VKEGNLEELGVRWGVMSTNGSHSVGGSIESNLWQKGLLAD.................DEFPVDEFLNVNLAS...TSANA 389
NTDB id 172844 VVCECT4999 RS01790 WP 039449673.1 VNEGNLDELGVRWGFTSINGSTTVGGSIENNLATIGLYNAGSGSGDSGSG.GSGDEGGSNSIDDFLNVNLAA...TSANA 410
NTDB id 1408 DSB67 RS13980 WP 010643500.1 INEGNMDELGVRWGFTSINGSHTVGGSIENNLATIGLYDGGGEG.........DDGGSSVGIDDFLNVNLAA...TSPNA 398
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ANVGYDKSLGVRWGGAYHKGNWSGYGK.DGNIGIKDED..GMNCG..PIAGSCTFPTTGTSKSPSPFVDLGA...KD.AT 529
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ATTSFSKEMGVKWGILSQGINQN......SNLLVGGSETTLWNLRNPDSNGTYTI.....ERPDNLNVDLGV...TTTGA 522
consensus * * **!**!!* * * ** **** ** * *** *** !** *** *

logo

T
A
S
G
SVIGAI

F
A
G
Q
F
L
V
I
A
S
K
T
LNGDSGDNFLITI

M
LLDLQELSAMLEQAKQRNSDTEGSNYRKGAEVLIVI SQTSPKRVLMVI STASTDNQKEKQKTAPAKVYVIALEKTSQGSVETEVIPYLQSETASTSNSSAGAGSTASTASTTVTSAFKEKAALVLSLEKV

NTDB id 1257 GCO85 RS04855 WP 163621000.1 ASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKAVLSLKV 580
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKAVLSLKV 580
NTDB id 1186 GTF74 RS01320 WP 000788426.1 SSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGA...STVAFKKAVLSLKV 466
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGA...STVAFKKAVLSLKV 466
NTDB id 172844 VVCECT4999 RS01790 WP 039449673.1 SSIAFQVAKLGSDLLLDLELSALQRESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSGA...TTVSFKKAVLSLKV 487
NTDB id 1408 DSB67 RS13980 WP 010643500.1 TSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSGA...TSVTFKKAVLSLKV 475
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SGIGIGFI.T.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSFKEAALSLEV 604
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SSIAFGLISL.SDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEV 601
consensus ***** **** * *!!!*!!!** * **!**!*!******** ! ** !*!*!! ****!*! *** !!*!*!!!*!



logo TPNQITPDGNKR I
L
I
L
V
V
M
L
E
D
V
L
K
N
Q
S
I
V
A
N
T
K
N

QDASTR I
R
P
D
N
S
G
Q
S
Y
P
E
I
V
T
Q
N
Y
T
V
A
M
F
K
L
QL
N
TGEVTAPGEAVI

P
S
A
L
I INDKTKNQTERVINQGATKNQI

VLVNDNGQETI
VVI

LGGVIYFESKQNQHETDSQTKI STNKNATVSTIVETNDRKI
VPFLFLGEDLPLYVVLG

NTDB id 1257 GCO85 RS04855 WP 163621000.1 TPQITPDGKILMDLQINQDTPSPQTF.LGVP...AIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVG 656
NTDB id 1284 ACE17W RS12370 WP 010946666.1 TPQITPDGKILMDLQINQDTPSPQTF.LGVP...AIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVG 656
NTDB id 1186 GTF74 RS01320 WP 000788426.1 TPQITPDNRLVLDLSVTQDRRGETVK.TGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLG 545
NTDB id 1175 A1552VC RS12105 WP 000788426.1 TPQITPDNRLVLDLSVTQDRRGETVK.TGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLG 545
NTDB id 172844 VVCECT4999 RS01790 WP 039449673.1 TPQITPDNRLVLDLSVTQDRPGEIVK.TGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNTTDKVPLLGDLPLLG 566
NTDB id 1408 DSB67 RS13980 WP 010643500.1 TPQITPDNRLVLDLSVTQDRPGQVVK.TGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLLG 554
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TPQITPDNRIIVEVKVTKDAPDYQNMLNGVP...PINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLG 681
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TPNITPDGKILMELNIANDSINS.YAQNGEA...ILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVG 677
consensus !!*!!!!******* ***! * ! * * ** * ***!!!*!*!*!*!!** * *******! *!*!!**!

logo

I
R
ALFKSRKNRDRSTATQYKVIESNQTDELMVARKGNKRENSELLVI FLIVTPKR I

V
M
I
V
L
N
T
I
D
N
Q
Q
T
A
A
I
L
I
V
S
A
G
I
I
N
T
G
H
T
R
I EGREKDVYK

NTDB id 1257 GCO85 RS04855 WP 163621000.1 ILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 172844 VVCECT4999 RS01790 WP 039449673.1 ALFRRSYENVGKRELLIFVTPKVILQ................ 592
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ALFRRSYENVGKSELLIFVTPKVVIQ................ 580
NTDB id 1193 PAKAF RS26665 WP 003161249.1 RLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 RLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
consensus !!*** *** !!!*!*!!*** *

X non conserved

X similar

X ≥ 50% conserved


