
logo ML
INRVVLVGRLTRKDVPDELKRYTPQSNSTGI

AAVAGTRTFSTMLAVNRAQTFQTSNQANSGDEREADF I SNCVAITWRRKSQAENFVANFTLKKGSLAVGVDGR I
LQTGR

NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 172683 AZE41 RS00180 WP 067204120.1 MINRVVLVGRLTKDPELKYTQTGIAVTRFTLAVNRAFQSASGEREADFISCVAWRKQAENVANFLKKGSLVGVDGRIQTG 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
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YEGNQDQGKQRVFYTVTEVQVVAEDNSFTVSQLFLESPKRTNAGTGSTEGEQSGNRQRSSGDGYNEGANGSGAGAGSPQNYQFNGGSGNQQNSDENNQPFSGYQGSNQNQSGNQQFYKTQSNQSPQQSQQRTGPRNAQNPQANQ

NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGD......GASQNFNSNQSN....GSQQSG..FT...SPQQTGNAPA 145
NTDB id 172683 AZE41 RS00180 WP 067204120.1 SFEGQDGKRVYTTEVVADSTQFLEPRNASGENRSG....AGGGAPYQGSQQSEQPSYQNQQSNQQYKQSNQQSQQPNQQN 156
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGGQNDNPFGGNQN.N..........QRR..NQ 147
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DDPFSATNDGNGGKQAP I EDVI SDDDLPF

NTDB id 624 LCA RS00040 WP 011373726.1 ANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 172683 AZE41 RS00180 WP 067204120.1 YTRTDDDPFSTGGGPIEVSDDDLPF 181
NTDB id 113 BSU 40900 NP 391970.1 GNSFNDDPFANDGKPIDISDDDLPF 172
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X non conserved

X similar

X ≥ 50% conserved


