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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 172611 DSM2777 RS01030 WP 061552949.1 MSSRGVNKVILIGFLGQEPEVRYLPNGMAVTNISLATSESWRDKQSGEEKERTEWHRVVLFGKLAEIAGEYLHKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQEAYQRPAQQSRQ........PASDAP 144
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQEAYQRPAQQSRQ........PAPDAP 144
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGGNQGSGWNQ....APAQTNYNQGGYSDNYAQNNNF 149
NTDB id 172611 DSM2777 RS01030 WP 061552949.1 EGQLQTRKWTDNAGVERWTTEIVVKQ.QGTMQMLGSSNRTNA.S....GSG.......QPANKQH...SAAA..P....A 138
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGMN.......VPAQQ.G...SWGQ..PQQPAK 146
consensus !!****!!**** !**!******* **!!**** * * * ! * * !!** * * *
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FDDDIPFLGYGYGVCRGALYGI S
NTDB id 1103 NMB RS07590 WP 002212976.1 .SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF................ 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 .SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF................ 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGNATRPQPAQKPAAQAEPPMDNFDDDIPF................ 180
NTDB id 172611 DSM2777 RS01030 WP 061552949.1 SGTPQSQSA....PQSMGNEPPMDFDDDIPFLGYGYGVCRGALYGIS 181
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF................ 177
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