logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

. .MSKD.ATKEISAPTDAK
......... MAKTETTSPND
MAENKKSSKNNTVVKQVEPEQ

1313 DR RS12030 WP 010888966.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1 MEDG........
1165 A1552VC RS01565 WP 000344154.1 .................
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

625 LCA RS02525 WP 011374196.1
172496 AZE34 RS01050 WP 002448773.1 ...... ... .. ... ...
115 BSU 16940 NP 389576.2

.MATKKKTNFDDITKKYGA
.MAKKPKKLEEISKKFGA
. .MAKKPKKLEEISKKFGA
. .MAKKPKKLEEISKKFGA
. .MAKKPKKLEEISKKFGA
.MAKKPKKLDEISKKFGA
.MAKKPKKLDEISKKFGA
. .MAKKLKKNEEITKKFGD
.MAKRIKKTEEITKKFGD

IEKNFGKG
IEK[NFGKG
IEKNFGKG

A
A

11k

IM

IMRLG

IMRLG
MRLG
MRLG

MRLG
MRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG
MRLG
MRLG
IMR G

* % %

NE2XNPTI XTI I IDI "IN D==2=22>

v(ncncncncncncncncncncncncnmﬂonuno:onu:onu:o:uncoﬁjcn

Y
L

(]

V
I

E




logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1313 DR RS12030 WP 010888966.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

625 LCA RS02525 WP 011374196.1
172496 AZE34 RS01050 WP 002448773.1
115 BSU 16940 NP 389576.2

consensus

IYGPESGKTT
IYGPESSGKTT
IYGPESSGKTT
I GPESSGKTT
I GPESSGKTT
I GPESSGKTT
IYGPESSGKTT
I GPESSGKTT
I GPESSGKTT
IYGPESSGKTT
IYGPESSGKTT

IYGPESSGKTT
IYGPESSGKTT
IYGPESSGKTT
IYGPESSGKTT
IYGPESSGKTT
IYGPESSGKTT
IYGPESSGKTT
IYGPESSGKTT
IYGPESSGKTT
IYGPESSGKTT
IYGPESSGKTT
IYGPESSGKTT
IYGPESSGKTT

YGPESSGKTT

PRI

* % | | * I x

ANEQKNGGUAMAF DAEHAIJDPYYY AASL G VI
ARNGOKNGGUASAE DAEHAJJDPRUY ASL G V]
AIWIQKIRGGINMAF TDAEHALDLMYY ADISL G Vs
ALWAQ INGIQNSAF IDAEHALDPWY AJQSLGVN
ALWAQ |HGIQNSAFIDAEHALDPWUY AJQSLGVN

WIGEWN®AF DAEHALDPIYAMYLGVN D LL
Ao QKNG GYg8AF IDAEH AL DAY AJSYL G VNE§D L|
AIA® QKNG GYLSAF IDAEHALDEIY ARSILGV Jy
AIAYQKING GNLSAF IDAEHALDYgSIY AISILGV oy
APRYQKIAGGINAF IDAEJALD PY AROVLGVN DELL
AN QxEcCINAF IDAEHALDPRY AINALGVN DELL
ANQKRGGINAFIDAEHALDPRY AINALGVN DELL
ANQKHGGHNAF IDAEHALDPAY AINALGVN DELL
ANQKRGCINAFIDAEHALDPRY AINALGVN DELL
ANQKGGINAF IDAEHALDPRY AINALGVN DELL
ANQxRGCINAFIDAEHALDPRY AINALGVN DELL
ANQKEGGINAFIDAEHALDPRY AINALGVN DELL
ANQXMGGHNAF IDAEHALDPAY AINNLGVN DELL
APIQKNGGA IDAEA DPISYANALGVN D LL
ARYQKNGGIAAF IDAEHALDPYY AIALGV DL
AR QENGGNAF IDAEHALDP\Y AMMLGVN ELL
PT st b T T hkrrrxl

SQPD
SQPD
SQPD
SQPD
SQPD
SQPD

SQPD]sl
SQPDN

SQPD

0 AT Tt A ENERAAD L) L

ARFNQKEAGGINMAF IDAEHALDPNY ARSALGVNDELL
AFAQKWYGGIWNAF IDAEHAJDREIY AINMLG N = “EL
ANAQKNFENEAF IDAEHALDP|YY AL GVNDELL
AN[GQKNGGUA®AF DAEHAiDPVYARKLGVK

GEQ
GEQ
GEQ
GEQ
GEQ
GEQ
GEQ
GEQ
GEQ

SQPDEGEQ

SQPD
L SQPD

GEQ
GEQ

SQPDHGEQ

SQPD
SQPD
SQPD
SQPD
SQPD
SQPD

QPD
SQPD
SQPD

GEQ
GEQ
GEQ
GEQ
GEQ
GEQ
GEQ
GEQ
GEQ

SQPDREIGEQ

SQPD

GEQ

PN EEIEE Ny

LAY

*k |k |k k% %

155
151
159
143
143
143
151
142
142
142
142
142
142
144
144
157
156
156
156
156
156
156
156
156
143
142
141



JIM

50, v G S ol

Nt ETT I

NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDS|BEGLQAR TIFINQ . 234
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJIAR KCT ViRzuR\i] . 230
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 238
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 222
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 222
NTDB id 1123 0K783 RS03845 WP 003688695.1 GDMGDSHVGLQAR . 222
NTDB id 1427 RS RS02760 WP 011000510.1 MGD [WEGLQAR . 230
NTDB id 1165 A1552VC RS01565 WP 000344154.1 MGDSH GLQAR |® . 221
NTDB id 1142 GTF74 RS11550 WP 000344154.1 MGDSH GLQAR |H . 221
NTDB id 1022 ACIAD RS06390 WP 004925639.1 MGDSH GLQAR . 221
NTDB id 1074 ABD1 RS10195 WP 000344167.1 MGDSH GLQAR . 221
NTDB id 1205 PSJM300 05545 AFN77183.1 MGD HVGLQAR . 221
NTDB id 1245 Cj1673c YP 002345041.1 GDMGD[NHVGLQAR 222
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 224
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR HJS 224
NTDB id 600 KW2 RS01765 WP 011675413.1 G MGDSEVGLQAR . 236
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDEGDSHVGLQAR . 235
NTDB id 228 SPD RS09265 WP 001085462.1 GDINGDSHVGLQAR . 235
NTDB id 194 SPR RS08825 WP 001085462.1 GDHMGDSHVGLQAR . 235
NTDB id 159 SP RS09750 WP 001085462.1 GDIGDSHVGLQAR . 235
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDHMGDSHVGLQAR . 235
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDEGDSHVGLQAR . 235
NTDB id 453 Spy49 1753c ACI62003.1 GDMGDSHVGLQAR . 235
NTDB id 408 SMU RS09530 WP 002262392.1 GDHMGDSHVGLQAR . 235
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR . 222
NTDB id 172496 AZE34 RS01050 WP 002448773.1 G MGD HVGLQAR . 221
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR . 220

consensus PUUEIT U U hk bk Db kD had Dok b Lk Ll ok % %k sk 0 LLDx0 Lkl 1 1Tkl LD UL Lkkl ]



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1313 DR RS12030 WP 010888966.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

625 LCA RS02525 WP 011374196.1

115 BSU 16940 NP 389576.2

consensus

SSEHHHHH<

GSTKIEEGS.
HGNTQIKGTG.
GNTQIKGTG .
GNTQIKGTG.
HGNTQIKGTG.
GSTQIKGTG.
GSTQIKGTG.
GTTQIKGTG.
GNTQIKGTG.

RisQKers Kkt

IGQ....PTKVGNDA
SLSDTGKIKDKSGEYV

.KDG
.KKG
.KKG
.KKG
.KKG
.KEG
.KEG

(=2

EI
EV
EV
EV
EV

lN|

KA Helew

KINVKNKVAEPF
KVVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK ARPF
KVVKNK ARPF
KVVKNK APPF
KVVKNK APPF
KVVKNKVAPPF
KVVKNKVAPPF
INKVVKNKVAPPF
WKVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF

Fkr L DL Lel bk %

| VBl e pyh

IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IRYGEGIS
IMYG GIS
IMYG GIS
IMYGEGIS
ko Pkl x

OODOXXXXXXXRN XX IN=

310
310
313
297
297
297
305
296
296
296
296
296
297
299
299
315
314
314
314
314
314
314
314
314
297
296
295



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1313 DR RS12030 WP 010888966.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

625 LCA RS02525 WP 011374196.1
172496 AZE34 RS01050 WP 002448773.1
115 BSU 16940 NP 389576.2

consensus

—

| el e o o

= = TeES LS,

MAATRAGNAGEAPALAPAP.AA

..... PEAAEA

LaRit By SenrEarkp B CReeEs  unEEv. LDLEDELEIELE

IDGEEVSEQDTENKKD

IDGEEVSEQDTENKKD.
IDGEEVSEQDTENKKD.
IDGEEVSEQDTENKKD.

IDGEEIAES....KKD.
IDGEEAAES. .. .KKD.

SDVPEEDLPTTEDEQI .
FDGDVEENEDKSSQTL. . .
DNNGVVQQQAEETQEE. . .

E. oo
CE
.KTKAKAKKEEKAVETEEIELELED.......
E....PKKEEA..VNEEVPLDLGDELEIEIE
E....PKKEEA..VNEEVPLDLGDELEIEIE
E....PKKEEA..VNEEVPLDLGDELEIEIE
.E....PKKEEA..VNEEVPLDLGDELEIEIE
E AAQVDS. .VNEEVTLDLGDELEIEIE
E VAQVDS. .VNEEVTLDLGDELEIEIE
...... E.......TDDLALDLDNGIEIED.
...... ETDEK. .ADKNLVLELDDTIELED.
NILPDDSTEE......... .. ... ...,

FDEE. ... ... ... . i

LEFEE. . ... ... . o i

363
343
372
348
348
348
352
354
354
349
349
347
343
347
347
387
387
387
387
387
383
383
378
383
355
348
348



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1313 DR RS12030 WP 010888966. 1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

625 LCA RS02525 WP 011374196.1
172496 AZE34 RS01050 WP 002448773.1
115 BSU 16940 NP 389576.2

consensus

363
343
372
348
348
348
352
354
354
349
349
347
343
347
347
387
388
388
388
388
384
384
378
383
355
348
348

X non conserved

]

similar
>50% conserved



