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NTDB id 172486 AYR47 RS25390 WP 237142506.1 MRTGMCAFALGLLALRFLPALPTTGWLIALLVLALML......LPFR...T....YPLAFFLFGLSWACMSAQWALDDRL 67
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NTDB id 1426 RS RS05575 WP 011001070.1 APAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQR 159
NTDB id 172486 AYR47 RS25390 WP 237142506.1 RPALDGQTRWVEGRVIGLPQQTGDGVRFVLTDSR.SRNARLPTRIRVSWHG....................GPPVRSGER 126
NTDB id 1199 PSJM300 12650 AFN78592.1 PVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYG....................GPEIRSGER 126
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NTDB id 1426 RS RS05575 WP 011001070.1 WQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARY 239
NTDB id 172486 AYR47 RS25390 WP 237142506.1 WRLAITLKRPAGLLNFHGFDQEAWLLAQRIGATGTVKDGARLAPA..............ANAWRDGVRQRLLAVDAQGR. 191
NTDB id 1199 PSJM300 12650 AFN78592.1 WRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHGR. 193
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NTDB id 1426 RS RS05575 WP 011001070.1 APVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAV 319
NTDB id 172486 AYR47 RS25390 WP 237142506.1 ESGLIALVLGDGSGLTAADWQVLQDTGTVHLLVISGQHIGLLAGLIYGLIASLARYGCWPRSW.........PWLPWACG 262
NTDB id 1199 PSJM300 12650 AFN78592.1 AGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGIWPQRL.........PWLPWACG 264
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NTDB id 1426 RS RS05575 WP 011001070.1 AAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAAR 399
NTDB id 172486 AYR47 RS25390 WP 237142506.1 LAFTTALGYGLLAGFGVPVQRACVMVGLVLLWRLRFRHLGLWWPLLLALNGVLVLEPLASLQPGFWLSFAAVAVLILAFG 342
NTDB id 1199 PSJM300 12650 AFN78592.1 LAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR 344
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NTDB id 1426 RS RS05575 WP 011001070.1 IVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PE 478
NTDB id 172486 AYR47 RS25390 WP 237142506.1 GR.......L.......GPWSLWQAWTRPQWLIAIGLFPVLLVLGLPISLSAPFANLVAVPWISLVVLPLALLGSALLGL 408
NTDB id 1199 PSJM300 12650 AFN78592.1 GR.......L.......GVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWV 410
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NTDB id 1426 RS RS05575 WP 011001070.1 PWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAP 558
NTDB id 172486 AYR47 RS25390 WP 237142506.1 PFVGEGLLWLAGGALDVLFKGLAWLAGQMPAWIPAEVPMGYWLVSLLGTVLLLLPKGVP...FRLLGLPMLLLAVFPPRE 485
NTDB id 1199 PSJM300 12650 AFN78592.1 PWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDS 487
consensus !*****!*!**** * *** **!**** **!** **!***! * **!***!!*!*!** *!**! **!*******

logo

A
L
R

V
P
E
P
H
P
QGEQRAFVREMVW

V
A
Q
V

L
FDI

VGQGALQASLTVI
L
L
V
E
RTARDGHHARTLLFYDTAGPRQSYGSDLFADAILAGADERVI

V
F
L
VPYSLRGKQHLGLVEGQAER I

LDLMTMLLMVVLSHEADASDHAGGTAAELTAI
V
A
M
Q

NTDB id 1426 RS RS05575 WP 011001070.1 APPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVM 638
NTDB id 172486 AYR47 RS25390 WP 237142506.1 LVPHGQVEVVQLDVGQGQSLILRTRHHTLLYDAGPRSGSF.DLGARVVLPSLRKLGVGELDMLLLSHADADHAGGAAAVA 564
NTDB id 1199 PSJM300 12650 AFN78592.1 RPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQ 566
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NTDB id 1426 RS RS05575 WP 011001070.1 AGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAML 718
NTDB id 172486 AYR47 RS25390 WP 237142506.1 KGMPIKRVVGGETEGL.......PSSLGTQPCVSGERWTWDGVTFELWQWP......DAISGNAKSCVLQVQANGERLLL 631
NTDB id 1199 PSJM300 12650 AFN78592.1 RAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLL 633
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NTDB id 1426 RS RS05575 WP 011001070.1 AGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLR 798
NTDB id 172486 AYR47 RS25390 WP 237142506.1 TGDIDRAAEHALLAS..PLAVRTDWLQAPHHGSRSSSSWPFVERLAPRSVLISRGRHNAFGHPHPQVMERYRRLGSQVYD 709
NTDB id 1199 PSJM300 12650 AFN78592.1 TGDIDAQAERALVDG..GMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHD 711
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NTDB id 1426 RS RS05575 WP 011001070.1 TDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 172486 AYR47 RS25390 WP 237142506.1 SAEQGAVRLQLGAFT..PPVVARNQRRFWRERLP............... 741
NTDB id 1199 PSJM300 12650 AFN78592.1 TAEHGALSLQLGAFG..GARRMRDEPRFWREK................. 741
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