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NTDB id 1251 GCO85 RS07725 WP 011946523.1 LLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATP.PASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAI 276
NTDB id 172453 AZF00 RS14490 WP 062384106.1 LLDAIRGGASDIHFEPYEKIYRVRYRTDGILQEVARP.PSTLGYRLAARLKVMSQMDISERRVPQDGRIKMKLSK.TRAI 276
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANP.PLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAI 271
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATP.PLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTI 271
consensus !**!** **!!*!*!**!* *!*!*! !!*! ** *! * ** ****!*!*** *!!*!*!*!!!!******** ***



logo DMFRVNSSTCLPSTRSLAYWFGEKLIVCVMLRVLI LNDNPSADGSASTAAKNMQSMLNDGLI ENDFQKAL IGTFYSNEDEPDFISVEQTQLRKDKTAQNTLLVFYRMLDNKELAAILADHKQNRQKRPYQGLMMVLI L IMVTGPTGSGKSTTVTSLYSTACVGLARSNEIRLNSKTI
S
E
P
H
Q
S
E
A
R
S
I
VN

NTDB id 1410 SGL RS13950 WP 010873519.1 DFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVN 398
NTDB id 1110 NGFG RS09235 WP 003689817.1 DFRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVN 338
NTDB id 1168 A1552VC RS11070 WP 000957200.1 DMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQIN 347
NTDB id 1293 VP RS12240 WP 005479695.1 DMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEIN 347
NTDB id 1401 DSB67 RS12665 WP 010643259.1 DMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEIN 347
NTDB id 1251 GCO85 RS07725 WP 011946523.1 DFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVN 356
NTDB id 172453 AZF00 RS14490 WP 062384106.1 DFRVNTLPTLWGEKVVLRILDPSSAQMGIDALGYEPIQKDLYMKALNQPQGMILVTGPTGSGKTVSLYTGLNILNTPERN 356
NTDB id 1058 ABD1 RS01615 WP 001274986.1 DFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSN 351
NTDB id 1018 ACIAD RS01685 WP 004920473.1 DFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHAN 351
consensus !*!!***!***!!!***!*!***** **** !** * ** ****** *!*!**!*!!!!!!!!***!!**!***!* **!

logo IANSTAEDPAIVEYIAKYNVLSEPGVITNQVHNQI
V
I
Q
N
A
D
R
P
E
K
A
K
Q
I
VGMFLDGTFPSAGNAE I

ALKRASFMLRQDPDVIVI LMVGETIRDKLDETADKETIAVI EKASALQTGHMLVFMLTSTLHTNDNSAPAAGEATI
V
L

NTDB id 1410 SGL RS13950 WP 010873519.1 INTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAI 478
NTDB id 1110 NGFG RS09235 WP 003689817.1 IATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATL 418
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETV 427
NTDB id 1293 VP RS12240 WP 005479695.1 ISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETI 427
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETV 427
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETL 436
NTDB id 172453 AZF00 RS14490 WP 062384106.1 ISTAEDPVEINLEGINQVHVNAKVGLGFPEALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAPETL 436
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETL 431
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETL 431
consensus !*!!!!!*!*** !**!!******!* !* *!**!*!!!!!***!!!*!!**!!**!**!**!!!*!**!!!!!*!****

logo

A
N
S
I
TRMLADVLRSENMGI

V
A
P
E
A
T
P
SFMNVLI SAGTSSLVLTNSGLVI LMIAQRLLMARKRVLCNTKPSHSEYQCARKARQI EVAP I

R
Y
A
Q
V

H
R
D
E
H
Q
R
D
P

F
I
N
P
T
S
V

S
T
P
E
N
S
V
A
K

E
L
R
S
Q
A
E
G
T
S
L

Q
L
I
K
Q
S
L

D
Q
R
H
E
E
I
V
F
L
M

A
G
L
I
F
A
K
Q
S
T

A
D
N
T
P
E

A
N
Q
S
T
E

G
L
E
D
D
I
N
Q
L
E
K
V
A
H
K
N
Q
T
V

V
P
TFYKANSLSPDD

E
IHAW

F
I
L

A
Q
R
Y
F
K

E
Q
V
I
L
R

M
Q
F
Y
A

E
H
Q
R
K
N

G
A
P
A
N
D
V
L
G

NTDB id 1410 SGL RS13950 WP 010873519.1 ARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPS.KEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNL 557
NTDB id 1110 NGFG RS09235 WP 003689817.1 SRMLNMGVAPFNIASSVSLIMAQRLLRRLCSSCKQEVERPSASALKEVGFTDEDLAK............D..WKLYRAVG 484
NTDB id 1168 A1552VC RS11070 WP 000957200.1 IRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAVRPS.ALLQSQFAFQPNEI.................LYEANAAG 489
NTDB id 1293 VP RS12240 WP 005479695.1 IRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQEHT.VQL.QHLGIQTTDN.................IFRANPDG 488
NTDB id 1401 DSB67 RS12665 WP 010643259.1 IRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQEPN.SQL.QHIGIANTEQ.................IFQANPDG 488
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NRLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKAVRDDFTNQGLIELGFKEADLVN...............LKLYKAVG 501
NTDB id 172453 AZF00 RS14490 WP 062384106.1 TRLLNMGVPAFNVATSVSLIIAQRLARRLCKECAIPADDVPKQTLLDEGFSEELLKT...............AKIMHPVG 501
NTDB id 1058 ABD1 RS01615 WP 001274986.1 TRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKIPA.DIPKQSLLEMGFTEQDLAHP...........D..FRVFQPVG 497
NTDB id 1018 ACIAD RS01685 WP 004920473.1 TRLRNMGVASFNIATSVNLVIAQRLARRLCSQCKRPI.QVPERSLLEMGFTPEDLAQP...........E..FQIFEPVG 497
consensus !* *!!* *!****!*****!!!!*!**! !* * * * * ***** ** * * ***

logo CEHLQDNDHKQRECNSRTNSEHGQSGYRSKGRATVGLVI FYEVI
L
M
A
P
K
R

M
N
V
F
I

N
D
S
T
K
T
P
E
D
R
S
E
M
I
L
G
Q
A
S
Q
K
R
E
V
L
A
I

L
I
N
I
M
N
S
K
Q
E

R
D
N
G
A
G
T
S
N
E
I
T
A
S
V

D
V
H
L
A
D
G
Q
R
E
L
I
K
L
A
E

R
S
A
D
K

A
C
Q
T
V
L
S
A
K
V
Y
E
I
Q

E
S
T
K
A
L
N
EGFMI

L
S
V
Q
N

D
N
T
I
L
F
L
Q
R
A
E
M
Q
R

A
Y
S
A
S
GI
L
L
M
N
K
E
L
K
C
I
L
V
A
Q
R
K
M

E
QGYVITTS IFLARSQEE I

L
V
E
T
Q
N
A
R
N
VLTFKNVSYTEDFDTGLES

NTDB id 1410 SGL RS13950 WP 010873519.1 CQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLES 637
NTDB id 1110 NGFG RS09235 WP 003689817.1 CDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAYKEGMVDLRRAGILKIMQGITSLEEVTANTND...... 558
NTDB id 1168 A1552VC RS11070 WP 000957200.1 CNECTG.GYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKANGMQTLQESGLEKLREGITSFAELQRVLYF...... 562
NTDB id 1293 VP RS12240 WP 005479695.1 CNECTH.GYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAIANGMSTLQMSGIEKLKQGITSFSELQRVLYF...... 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 CNECTH.GYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAIANGMQTLQMSGIEKLKQGITSFRELQRVLYF...... 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 CEQCTS.GYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQSEGMLTIFQSGIEKVKEGITTIEEVNRVTVD...... 574
NTDB id 172453 AZF00 RS14490 WP 062384106.1 CDHCNN.GYKGRVGIYEVIRITPDISRIIMENGNSLAIASQAQAEGFNNLRQSALMKCAQGVTSLEEVNRVTKD...... 574
NTDB id 1058 ABD1 RS01615 WP 001274986.1 CLECRE.GYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASEKLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE...... 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 CHDCRE.GYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAETLGFNNLRRSGLKKVMQGVTSLQEINRVTSE...... 570
consensus ! *!* !!*!!*!**!!**** *** *** ** *** ** !**** *** ** *!*!** !***** *



logo

EMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS

NTDB id 1410 SGL RS13950 WP 010873519.1 EMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS 672
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................... 558
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................... 562
NTDB id 1293 VP RS12240 WP 005479695.1 ................................... 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................... 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................... 574
NTDB id 172453 AZF00 RS14490 WP 062384106.1 ................................... 574
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................... 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................... 570
consensus

X non conserved

X similar

X ≥ 50% conserved


