
logo MKLKLKNFKPNNLWYAVCSSSMI FTWLMTSSVVQASDLQIYASPTAGKKTIVMMLDTSGSMTNSNSYGENRLAMLKNGMNA
NTDB id 172313 AYR69 RS16755 WP 025469982.1 MKLKLKNFKPNNLWYAVCSSSMIFTWLMTSSVVQASDLQIYASPTAGKKTIVMMLDTSGSMTNNSYGENRLAMLKNGMNA 80
NTDB id 1063 ABD1 RS15730 WP 000768961.1 MKLKLKNFKPNNLWYAVCSSSMIFTWLMTSSVVQASDLQIYASPTAGKKTIVMMLDTSGSMTSNSYGENRLAMLKNGMNA 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!

logo FLASNNPVLNDTRVGLGNFSADNGDSRSGQI LVAAAPLGDASTLNTMVGSQRYKLKQAVANSLKTASGSGTYTPSAHAYAEAAAYLM
NTDB id 172313 AYR69 RS16755 WP 025469982.1 FLASNNPVLNDTRVGLGNFSANGDSRSGQILVAAAPLGDASTLNTVGSQRYKLKQAVANLKSGGTTPSAHAYAEAAAYLM 160
NTDB id 1063 ABD1 RS15730 WP 000768961.1 FLASNNPVLNDTRVGLGNFSADGDSRSGQILVAAAPLGDASTLNTMGSQRYKLKQAVASLTASGYTPSAHAYAEAAAYLM 160
consensus !!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! ! ! !!!!!!!!!!!!!!!
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NTDB id 172313 AYR69 RS16755 WP 025469982.1 GTTTYSETNYAIRK..ESYIKRVRRFDNKTEYSSCTNSSQIDINTLSQSCRSNGWSSWTTFNPGVNT.LT..DYETSSDW 235
NTDB id 1063 ABD1 RS15730 WP 000768961.1 GTTTLKNINLVDAPIYFSYVTYDRRGRVITNYHACTEWNT.....EGT..ICNSWDSSSLSNPPVISGLQQASCTANIGW 233
consensus !!!! ! *** !!* !! ! !* !! ***** ** *! ! ! * !!*! **! ** * !
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NTDB id 172313 AYR69 RS16755 WP 025469982.1 TYYYTYYYTTF.NYAVANADSGIPKSKSNDTASNPNIVVDRNATNSNAVYQSPLPAVANRQSCDGQGIYFLSDGEPNNTT 314
NTDB id 1063 ABD1 RS15730 WP 000768961.1 QLLSGTCYKKTGLITINNLDSGFNKSI............SGSKNTDQSQYNSPLPAVANRQSCDGQGIYFLSDGEPNKTT 301
consensus *! * * ! !!! *!! ************ * !*!!!!!!!!!!!!!!!!!!!!!!!!!! !!

logo

D
NTRSAS IVMSTALGSTFGADFNCSGGLSNTTADSGWACMGEFAKRLFDKTKNPAGVS IQTAFVGFGSDFSSLSSSDVKNAC

NTDB id 172313 AYR69 RS16755 WP 025469982.1 NTRSASVMSTALGSTFGADFNCSGGLSNTTADSGWACMGEFAKRLFDKTKNPAGVSIQTAFVGFGSDFSSLSSSDVKNAC 394
NTDB id 1063 ABD1 RS15730 WP 000768961.1 DTRSASIMSTALGSTFGADFNCSGGLSNTTADSGWACMGEFAKRLFDKTKNPAGVSIQTAFVGFGSDFSSLSSSDVKNAC 381
consensus !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RLSSRTQFSDRGKGDDALCSPNQSTTNAI
V
A
TAPGYGNGGFFPSTQSASQGVTDSVIAF INNLDKVPLEPLTTGAI SVPYDALNPKNL

NTDB id 172313 AYR69 RS16755 WP 025469982.1 RLSSRTQSDRKGDDACSPNQSTNAVAAPGYGNGGFFPTQSSQGVTDSVIAFINNLDKVPLEPLTTGAISVPYDALNPKNL 474
NTDB id 1063 ABD1 RS15730 WP 000768961.1 RLSSRTQFDRGGDDLCSPNQTTNAITAPGYGNGGFFSTQSAQGVTDSVIAFINNLDKVPLEPLTTGAISVPYDALNPKNL 461
consensus !!!!!!! !! !!! !!!!!*!!!* !!!!!!!!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QEYGYLRAFEPNPANTYLTWRGNLKKYHVVLSGATNAGAFEANSTGGLVYNASTGAFRTGTKDYWNSSTYNTDGGKVFFLGGSYA
NTDB id 172313 AYR69 RS16755 WP 025469982.1 QEYGYLRAFEPNPANTYLTWRGNLKKYHVVLSGANAGAFEANSGGLVYNASGAFRTGTKDYWNSSTYTDGGKVFLGGSYA 554
NTDB id 1063 ABD1 RS15730 WP 000768961.1 QEYGYLRAFEPNPANTYLTWRGNLKKYHVVLSGTNAGAFEANTGGLVYNATGAFRTGTKDYWNSSTYNDGGKVFFGGSYA 541
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!!!!!!*!!!!!!!!!!!!!!!! !!!!!! !!!!!



logo

K
NVPLP IAGQNPETRDAEGNITKYYYAVQSKIRNLFTDVSAVAADGSLTKI STSGTNLLKIPAAVPPEGTNPFDTVANTASYV

NTDB id 172313 AYR69 RS16755 WP 025469982.1 NVPLPIAGQPETRDAEGNITKYYYAVQSKIRNLFTDVSAVAADGSLTKISTSGTNLLKIPAVPPEGTNPFDTVANTASYV 634
NTDB id 1063 ABD1 RS15730 WP 000768961.1 KVPLPIAGQNETRDAEGNITKYYYAVQSKIRNLFTDVSAVAADGSLTKISTSGTNLLKIPAAPPEGTNPFDTVANTASYV 621
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!

logo LGKFDPSTGQNI LKAFP I SLKLKI LNYLGYSTDINSATTLPSSLVTSNEPYLSMGGS IHSLPVQLTYNGTLDDNGNLTSAR
NTDB id 172313 AYR69 RS16755 WP 025469982.1 LGKFDPSTGQNILKAFPISLKLKILNYLGYSTDINATTLPSSLVTSNEPYLSMGGSIHSLPVQLTYNGTLDDNGNLTSAR 714
NTDB id 1063 ABD1 RS15730 WP 000768961.1 LGKFDPSTGQNILKAFPISLKLKILNYLGYSTDISATTLPSSLVTSNEPYLSMGGSIHSLPVQLTYNGTLDDNGNLTSAR 701
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EQS I LYGTMEGGLHIVDASSGI EQMVFVPADI LNDSVASKALVVGQSDASAPAHGMDGAWVSDPAYNITTVGSGSSAVSK
NTDB id 172313 AYR69 RS16755 WP 025469982.1 EQSILYGTMEGGLHIVDASSGIEQMVFVPADILNDSVASKALVVGQSDASAPAHGMDGAWVSDPAYNITTVGSGSSAVSK 794
NTDB id 1063 ABD1 RS15730 WP 000768961.1 EQSILYGTMEGGLHIVDASSGIEQMVFVPADILNDSVASKALVVGQSDASAPAHGMDGAWVSDPAYNITTVGSGSSAVSK 781
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VTAKQMNIYGGMRMGGSSYYGLDVLSPTSPKLLFR IGADQTDYSRMGQSWSKPVLANIRYNGS IRRVL IVGGGYDQCYEK
NTDB id 172313 AYR69 RS16755 WP 025469982.1 VTAKQMNIYGGMRMGGSSYYGLDVLSPTSPKLLFRIGADQTDYSRMGQSWSKPVLANIRYNGSIRRVLIVGGGYDQCYEK 874
NTDB id 1063 ABD1 RS15730 WP 000768961.1 VTAKQMNIYGGMRMGGSSYYGLDVLSPTSPKLLFRIGADQTDYSRMGQSWSKPVLANIRYNGSIRRVLIVGGGYDQCYEK 861
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PNITLTDACFTNGKAKGNAVYI IDAKTGQRLWWTSDTGSNTDNANMKHS IVSR I STLDRDADGLVDHLYFGDLGGQI FRV
NTDB id 172313 AYR69 RS16755 WP 025469982.1 PNITLTDACFTNGKAKGNAVYIIDAKTGQRLWWTSDTGSNTDNANMKHSIVSRISTLDRDADGLVDHLYFGDLGGQIFRV 954
NTDB id 1063 ABD1 RS15730 WP 000768961.1 PNITLTDACFTNGKAKGNAVYIIDAKTGQRLWWTSDTGSNTDNANMKHSIVSRISTLDRDADGLVDHLYFGDLGGQIFRV 941
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DLNNNQTKTNSTYSSFGVRVVRLANLATNDSTYDGTNDYTGGNAPRFYEPPTVTIHDYGIHTF ITVGIASGDRSTPLDVY
NTDB id 172313 AYR69 RS16755 WP 025469982.1 DLNNNQTKTNSTYSSFGVRVVRLANLATNDSTYDGTNDYTGGNAPRFYEPPTVTIHDYGIHTFITVGIASGDRSTPLDVY 1034
NTDB id 1063 ABD1 RS15730 WP 000768961.1 DLNNNQTKTNSTYSSFGVRVVRLANLATNDSTYDGTNDYTGGNAPRFYEPPTVTIHDYGIHTFITVGIASGDRSTPLDVY 1021
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PLTGREGMTPATSALSGRPVNNVYGI IDRDFVKKNLMSLTDNQLETKDITRTGLRKNPQI LRTGETRVAQI FFPTTGVGKG
NTDB id 172313 AYR69 RS16755 WP 025469982.1 PLTGREGMTPASALSGRPVNNVYGIIDRDFVKKNLMSLTDNQLETKDITRTGLRKNPQILRTGETRVAQIFFPTTGVGKG 1114
NTDB id 1063 ABD1 RS15730 WP 000768961.1 PLTGREGMTPTSALSGRPVNNVYGIIDRDFVKKNLMSLTDNQLETKDITRTGLRKNPQILRTGETRVAQIFFPTTGVGKG 1101
consensus !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo GWYRSLSSTSDGTEKANNSFR IKGGLKAFEEPMAITGNL I IPVYDPQGTGIVAADPCLPRVVGETDRQTYCLPFGACLNPS
NTDB id 172313 AYR69 RS16755 WP 025469982.1 GWYRSLSSTSDGTEKANNSFRIKGGLKAFEEPMAITGNLIIPVYDPQGTGIVAADPCLPRVVGETDRQTYCLPFGACLNP 1194
NTDB id 1063 ABD1 RS15730 WP 000768961.1 GWYRSLSSTSDGTEKANNSFRIKGGLKAFEEPMAITGNLIIPVYDPQGTGIVAADPCLPRVVGETDRQTYCLPFGACLNS 1181
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*

logo DGSTIDNQSNKENHPSGFEQTKQTGSTNCPAVGAVSECNKTNVIGASGIRNS IVTFVPKTERDENPPMVTNSCGKLKQLSGNENQGTGEQWQCTSHLLVPTV
NTDB id 172313 AYR69 RS16755 WP 025469982.1 DGTINSNKENPSGFQTKTGSNCPAGVSECNTNVIGAGIRNITFVPKRDEPPVTNSCGKLQLSGNENGTGEWQCTSHLLPV 1274
NTDB id 1063 ABD1 RS15730 WP 000768961.1 DGSIDQNKENHSGFETQTGTNCPVGASECNKNVIGSGIRSVTFVPTEDNPPMTNSCGKLKLSGNEQGTGQWQCTSHLVPT 1261
consensus !!*! !!!! !!! ! !!*!!! ! !!!! !!!! !!! *!!!! ! !!*!!!!!!! !!!!!*!!! !!!!!!!*!

logo RWYERYR
NTDB id 172313 AYR69 RS16755 WP 025469982.1 RWYERYR 1281
NTDB id 1063 ABD1 RS15730 WP 000768961.1 RWYERYR 1268
consensus !!!!!!!
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