
logo MFNKFLNFPQHYL IFQLFLSPCSLLCELIGTREKYSLCKDECWEQLPWLKQTIQRNNDHQSVLVACNHYAYPVINR I IQQFKYEQKLHYQI
TL

NTDB id 171821 AYJ52 RS02765 WP 017403250.1 MFNFLNFQHLIQLFSPCSLCELGTREKYSLCKDCWEQLPWLKQTIQRNNHSVLVACNYAYPVNRIIQQFKYEQKLHYQIL 80
NTDB id 1042 H0N27 RS01930 WP 000472273.1 MFKFLNPQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQTL 80
NTDB id 1071 ABD1 RS15375 WP 000472269.1 MFKFLNPQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQTL 80
consensus !!*!!!*!*!*!!*!!!*!!!*!!!!!!!!!!*!!!!!!!!!!!!!!!**!!!!!!*!!!!*!!!!!!!!!!!!!!!!*!

logo LGAE I
VLKQQLKFPKVQAIVPMP I SNKQRL ITERGFNQSLVLLANI

LLGSKHQLKIPVWQP I
VQRLNEHSQKGLSRLERFENI EQQFLVPAHL

NTDB id 171821 AYJ52 RS02765 WP 017403250.1 LGEILKQLKFPKVQAIVPMPISNQRLIERGFNQSLVLANILSKHLKIPVWQPIQRLNEHSQKGLSRLERFENIEQQFLPH 160
NTDB id 1042 H0N27 RS01930 WP 000472273.1 LAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLSKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFVAL 160
NTDB id 1071 ABD1 RS15375 WP 000472269.1 LAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLGKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFVAL 160
consensus !*!*!*!!!!!!!!!!!!!!!!*!!!*!!!!!!!!*!!!*!*!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!***

logo

H
TQENKRRYRRVL I IDDVITTGSSVIHALSQALKQLGCTS IHTAASCLAATAPSKSSTSY

NTDB id 171821 AYJ52 RS02765 WP 017403250.1 HQEKRRYRRVLIIDDVITTGSSVHALSQALKQLGCTSIHTACLAATPKS.. 209
NTDB id 1042 H0N27 RS01930 WP 000472273.1 TQEKRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211
NTDB id 1071 ABD1 RS15375 WP 000472269.1 TQENRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211
consensus *!!*!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!**!!!!******

X non conserved

X similar

X ≥ 50% conserved


